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AT10197 WP 001261276.1 NC 023314:c57660-57430 ........................................................MRTVSIFKNGNNRAIRLPRDLDFD 24
AT6111 YP 009066160.1 NC 025100:c156298-155900 MPDICIFMVYAYPHHLHMLNLYICLTSAYTKHMHTPGAMNIIPDMHHISTLTRERIMRTVSIFKNGNNRAIRLPRDLDFE 80
AT10054 WP 066619609.1 NZ CP014301:308578-308829 ...................................................MPAKARATTKLFVTNRTQAVRLPKELAFP 29
AT962 WP 010871641.1 NC 000911:c474432-474205 ........................................................MNTAQISTDGTHQIVILPENFTIA 24
AT652 WP 001192482.1 NC 004342:c1008551-1008321 ........................................................MQTAKLFINGRSQAVRLPKEFQFT 24
AT3858 WP 012030622.1 NC 009446:1076865-1077095 ........................................................MKVAKVFTTGRSQAVRIPKAFQFD 24
AT3856 WP 012030622.1 NC 009446:296317-296547 ........................................................MKVAKVFTTGRSQAVRIPKAFQFD 24
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