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T843 WP 011085221.1 NC 004463:c2653027-2652602 VNLLLDTNVLSEVQRPAPSPKVLAWLDTIDEDR..AFISVASIAELRRGIALLEDGRRRSALAAWLAHDLPARFADRVLP 78
T94 NP 215913.1 NC 000962:c1574513-1574112 .MILVDSDVLIAHLRGVVAA..RDWLVSARKDG.PLAISVVSTAELIGGMRTAERR......EVWRL.....LASFRVQP 65
T116 NP 217064.1 NC 000962:2868860-2869237 .VKLIDTTIAVDHLRGEPAA..AVLLAELINNGEEIAASELVRFELLAGVRESELA......ALEAF.....FSAVVWTL 66
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T843 WP 011085221.1 NC 004463:c2653027-2652602 IDHAVAEHWGDLMAQSRRSGVTLSVMDGFFAATALAHSLSLVTRNVKDFAAFGVPLLNPWDDP...... 141
T94 NP 215913.1 NC 000962:c1574513-1574112 ATEVIARRAGDMMRRYRRSHNRIGLGDYLIAATADVQDLQLATLNVWHFPMFEQ.LKPPFAVPGHRPRA 133
T116 NP 217064.1 NC 000962:2868860-2869237 VTEDIARIGGRLARRYRSSHRGIDDVDYLIAATAIVVDADLLTTNVRHFPMFPD.LQPPY......... 125
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