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T10122 AZV00182.1 MK291441:c9463-9056 MRYV......AFLHTDEAGGF...................GISFPDFPGAISDGDTVEQAIQRGERALAFHVQGMREDGL 55
T10168 WP 001132284.1 NC 003028:c1704351-1704172 ....MPMTQKEMVKLLTAHGWIKTRGGKGSHIKMEKQGER.PITILHG..ELNKYTER.G.............IRKQAGL 59
T1325 WP 004079902.1 NC 000853:c1332998-1332765 MSYLPIVDPKTMEKVLLKLGFQRVRQ.KGSHVFYRHSNGKYTTIPFHAKETCPSHLIR.K.............IIREAGI 65
T6283 WP 003098540.1 NC 022808:c1463325-1463143 ......MKFSEFRRWLKAQGVTFEAG.KGSHFKITAPNGKQTTFADHGAKEMPEPTRK.A.............IIKQLGL 59
T875 15965792 NC 003047:2199475-2199663 ......MKSGDIIAALQKDGWYEVAT.KGSHVQFKHPKKHGRVTVPHPKRDLPIGTLR.S.............IEKQSGL 59
T6107 WP 009893919.1 NC 006351:535977-536156 ......MNSSKLIRMLEEDGWRLVRV.TGSHHHFKHPKKPGLVTVPHPKKDLPIGTVK.S.............IQKSAGL 59
T3593 YP 001085049.1 NC 009085:c2346189-2346031 ..............MIEADGWYEVRV.SGSHHHFKHPTKKGLVTIPHPKKDLPNGTVK.S.............ILKQAGL 51
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