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T10197 WP 000754566.1 NC 023314:c57433-57017 ..MKKTWMLDTNICSFIMREQ...PAAVLKRLEQAVLRGDRIVVSAVTYAEMRFGATGPKAS..PRHIQLVDA......F 67
T94 NP 215913.1 NC 000962:c1574513-1574112 .....MILVDSDVLIAHLRGV.....VAARDWLVSARKDGPLAISVVSTAELIGGMRTAERR.........EVWRL...L 58
T4914 WP 005614926.1 NC 010278:c722396-722007 .....MYMLDTNTVSYFFRQD.....PTVVKKLQQ.LNPELICISSVTAAELFYGVKKRNNQ...KLTAFLNTFLS.... 62
T4923 WP 012263404.1 NC 010278:c2013868-2013440 ...MFQYLFDTNIISELYKLGNSRIDTNVRQWLET.IKPSQTNISCITLSEIKTGILLKARK.DPIQAERLNHWFTHNVL 75
T6113 WP 011153672.1 NC 020287:c1827-1399 MTEPVKYLIDTNVISELRKQD..RADPGVLAFFQQ...AQHLYLSVITIGELRRGVELIRHRGDVQQANLLEEWLE.IVI 74
T10138 WP 002556053.1 NC 019265:53545-53964 .....MILLDTNVISEPQRRE...PNAHVLDWIDA.QALETLYLSTITVAELRAGIALMPVG...KRQDSLRENLEKHLL 68
T843 WP 011085221.1 NC 004463:c2653027-2652602 ....VNLLLDTNVLSEVQRPA...PSPKVLAWLDT.IDEDRAFISVASIAELRRGIALLEDG...RRRSALAAWLAHDLP 69
T10034 WP 011174422.1 NC 005838:c145799-145383 ....MSYLLDTNVVSEAAKQR...PHPKVLAWLSE.TPLGQAYLSALTLGELVQGVVRAPEA....RKPGLERWLE.GLK 67
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T4914 WP 005614926.1 NC 010278:c722396-722007 ...AITVMDWDYQVAEVYGQLRAEMEREGKIMGVQDQMIGAHALATECVLVSSDKAFQFIPNLVLENWWK........ 129
T4923 WP 012263404.1 NC 010278:c2013868-2013440 SVYQAKSFSINNEIA.....LLASEYHIPNKMDLNDAYIAATAKYHNLVLVTRNLKDFNCCDIRLFNPFEPN...... 142
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