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T86 NP 215179.1 NC 000962:758801-759139 VTEGEVGVGLLDTSVFIARESGGAIAD..LPERVALSVMTIGELQLGLLNAGDSATRSRRADTLALARTADQIPVSEAVMISLAR 83
T82 NP 215141.1 NC 000962:718282-718689 .VSTTPAAGVLDTSVFIATESGRQLDEALIPDRVATTVVTLAELRVGVLAAATTDIRAQRLATLESVADMETLPVDDDAARMWAR 84
T77 NP 215109.1 NC 000962:c695231-694839 ...VNVRRALADTSVFIGIEATRFDPDRFAGYEWGVSVVTLGELRLGVLQASGPEAAARRLSTYQLAQRFEPLGIDEAVSEAWAL 82
consensus ** ***!!!!!!* !*** * * ********!*!**!!**!*!*!* ** ***!* !* ** * ******* *!*
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T86 NP 215179.1 NC 000962:758801-759139 LVADCRAAGVRRSVKLTDALIAATAEIKV........................ 112
T82 NP 215141.1 NC 000962:718282-718689 LRIHLAESGRR..VRINDLWIAAVAASRALPVITQDDDFAALDGAASVEIIRV 135
T77 NP 215109.1 NC 000962:c695231-694839 LVSKLRAAKLR..VPINDSWIAATAVAHGIAILTQDNDYAAMPDVEVITI... 130
consensus !* ******! !***! *!!!*! *** ***** ***** * *

X non conserved

X similar

X ≥ 50% conserved


