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T6246 NP 216498.1 NC 000962:c2225832-2225413 MIVDTSAVVALVQGERPHATLVAAALAGAHSPVMSAPTVAECLIVLTARHGPVARTIFERLRSEIGLSVSSFTAEHAAAT 80
T79 NP 215123.1 NC 000962:703486-703887 VIVDTSAIIAILRDE.DDAAAYADALANADVRRLSAASYLECGIVLDSQRDPVISRALDELIEEAEFVVEPVTERQARLA 79
T81 NP 215138.1 NC 000962:716664-717059 MVIDTSALVAMLSDE.PDAERFEAAVEADHIRLMSTASYLETALVIEARFGEPGGRELDLWLHRAAVDLVAVHADQADAA 79
T3165 WP 011727564.1 NC 008596:1372821-1373210 MVIDTSALVAILTDE.PDAELLEGAVADDPVRTMSTASYLETAIVIESRFGEPGGRELDLWLHRASVALVAVDADQADAA 79
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T6246 NP 216498.1 NC 000962:c2225832-2225413 QRAFLRYGKGR.HRAALNFGDCMTYATAQLGHQPLLAVGNDFPQTDLEFRGVVGYWPGVA 139
T79 NP 215123.1 NC 000962:703486-703887 RAAYADFGRGSGHPAGLNFGDCLSYALAIDRREPLLWKGNDFGHTGVQRALDRR...... 133
T81 NP 215138.1 NC 000962:716664-717059 RAAYRTYGKGR.HRAGLNYGDCFSYGLAKISGQPLLFKGEDFQHTDIATVALP....... 131
T3165 WP 011727564.1 NC 008596:1372821-1373210 RLAYRRYGKGR.HRAGLNYGDCFSYALAKVSGQPLLFKGEAFRLTDVAAVH......... 129
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X non conserved

X similar

X ≥ 50% conserved


