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T75 NP 215063.1 NC 000962:c640641-640228 VRASPTSPPEQVVVDASAMVDLLARTSDRCSAVRARLARTAMHAPAHFDAEVLSALGRMQRAGALTVAYVDAALEELRQVPVTRH 85
T98 15608858 NC 000962:c1947419-1947030 ..........VIVLDASAAVELMLTTPAGAAVARRL.RGETVHAPAHFDVEVIGAIRQAVVRQLISDHEGLVVVVNFLSLPVRRW 74
T6241 NP 214579.1 NC 000962:71821-72222 ........VDECVVDAAAVVDALAGKGASAIVLRGLLKESISNAPHLLDAEVGHALRRAVLSDEISEEQARAALDALPYLIDNRY 77
consensus * *!*!!*!*!**** * * * **!**** * **!!***!*!!* !****** *** * **** * *** !*
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T75 NP 215063.1 NC 000962:c640641-640228 GLSS.LLAGAWSRRDTLRLTDALYVELAETAGLVLLTTDERLARAWPSAHAIG... 137
T98 15608858 NC 000962:c1947419-1947030 PLKP.FTQRAYQLRSTHTVADGAYVALAEGLGVPLITCDGRLAQSHGHNAEIELVA 129
T6241 NP 214579.1 NC 000962:71821-72222 PHSPRLIEYTWQLRHNVTFYDALYVALATALDVPLLTGDSRLAAAPGLPCEIKLVR 133
consensus **** ** ****! **** !**!!*!!******!*! ! !!! * * *! **

X non conserved

X similar

X ≥ 50% conserved


