
logo

MA
M
K
W
Y
H
Q
R
K
I
L
A
E
V
F
L
P
Y

D
S
T
D
K
R

A
D
K
R

F
A
K
L
Q
R
IKDTQI

L
A
M
S
K
A
R
K
M
L
P
D
A
K
R
H
N
Q
S
Y

I
V
T
A
G
S
Q
A
M
R
K
M
R
L
L
I
A
F
R
T
K
S
A
N

D
F
K
W
Y

I
L
D
E
K
R
Q

A
E
K
T

H
Y
R
A
V
L
A
D
E
N
H
G
V
T
L
A
D
E
N
DPARAQRSFINQHAGENKGNAVLTKVAGDLSNHYKRAGKLVNRGDEEFGLQI

W
K
R
L
YR I

VGDNW
YR I

L
V IAMCVSQDDI EIQVGDENDAEKMLRVLVIALATVVLRE

T1729 WP 011110519.1 NC 004734:5442-5714 MAWRIEFDDKAKKDLAALDKSVAKRITAFLRERVAHLDDPRSIGEALKGSKLGDFWKYRVGDWRIIASIEDEALRILVVR 80
T727 WP 001809704.1 NC 003098:c1105116-1104862 .MYKLVPTRRFIKQLKKLDRYTQKLITNYLQT..NVLEDPRRHGKALVGNRVG.QWRYRIGNYRVIVQIVDDELVVATLE 76
T326 WP 001809704.1 NC 003028:c1156967-1156713 .MYKLVPTRRFIKQLKKLDRYTQKLITNYLQT..NVLEDPRRHGKALVGNRVG.QWRYRIGNYRVIVQIVDDELVVATLE 76
T10157 WP 011922754.1 NC 012924:596878-597147 MAYKLVLSDDALKQLKKMDRHVGMMLAKDLKKRLDGLENPRQFGKALVGDYKG.LWRYRVGNYRVICDIIDNKMVILALE 79
T10158 WP 012027435.1 NC 012924:c1439036-1438776 .MYHLEYSKKAQKQIMKLDRQIQRLLFAWIDKHLEGTDNPRANGKGLTGNHAN.EWRYRIGDYRLICDIQDDKLVILALE 78
T10123 AZV00273.1 MK291442:c24113-23862 .MKQIAYTKAARKTLSRMPANTSALIRSKIEAYA...ADPASQANNVKALKGREGIRLRVGDWRVIMDDQGN..VLAVLE 74
consensus **** **** !** **** *** ** ***!* **** * * * ***!*! *!*! * ** *** **
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T1729 WP 011110519.1 NC 004734:5442-5714 IGNRREVYRK 90
T727 WP 001809704.1 NC 003098:c1105116-1104862 VGHRRDIY.. 84
T326 WP 001809704.1 NC 003028:c1156967-1156713 VGHRRDIY.. 84
T10157 WP 011922754.1 NC 012924:596878-597147 IGHRKEIYKK 89
T10158 WP 012027435.1 NC 012924:c1439036-1438776 FGHRKDVY.. 86
T10123 AZV00273.1 MK291442:c24113-23862 IGPRGGIYD. 83
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