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T6134 WP 013496751.1 NC 014832:2712-3011 MKQLVIAEPAGRDLEEIVDYIAVNNPVAAEKVYWEIVRAAEKLSDFPALGRPGRH..PETRELSI..ADLPYLLVYEVRP 76
T659 WP 011071641.1 NC 004347:c1507842-1507549 MPQIVFTATALRDLERLREFLRSKNPPAAQRAASAIINTIRKLESYPDIGRPIDDNDFSFRELLIDFGDTGYLAMYQYDG 80
T309 26989223 NC 002947:2846950-2847243 VPRLIVTEGAAKGLERCRRFLSDKDPQVARRAAQAIERQFARLEESPEVGRPFPDL.PELRELIIEFGDSGYVALYRYER 79
T10142 WP 002556167.1 NC 019292:c4272-3979 VPQVIVTEGAAQGFERCRRFLAAKDPEAAKRAGQAIERQLLLLETAPDIGRPFPEM.PELREVVIAFGDSGYVALYRQEA 79
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T6134 WP 013496751.1 NC 014832:2712-3011 E..EVTILAVFHTSRDLAKVLHDRI 99
T659 WP 011071641.1 NC 004347:c1507842-1507549 GE.RLTVLCIRHQKEAGY....... 97
T309 26989223 NC 002947:2846950-2847243 ADDTAYVLAFRHQKEAGY....... 97
T10142 WP 002556167.1 NC 019292:c4272-3979 AADTVYILAFRHQKEAGY....... 97
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