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T10138 WP 002556053.1 NC 019265:53545-53964 ...MILLDTNVISEPQRREPNAHVLDWIDA..QALETLYLSTITVAELRAGIALMPVGKRQDSLRENLEKHLLPM 70
T4914 WP 005614926.1 NC 010278:c722396-722007 ...MYMLDTNTVSYFFRQDPTV.VKK.LQQ..LNPELICISSVTAAELFYGVKKRNN.QKLTA...FLNTF..LS 62
T877 WP 010969926.1 NC 003047:2611709-2612113 .MNGYLLDTNIISDVIHNPFGPAAQR.IER..IGPKEIYTSIVVASELRYGCAKKGS.AKLLA...KVESL..LE 65
T3858 WP 119185609.1 NC 009446:1077098-1077499 ..IKLMLDTNICIYIINRKPPYIAEK.FSR..YEIGDIGISNITACELAFGVEKSGS.AKNKT...ALTKF..LA 64
T3856 WP 119185609.1 NC 009446:296550-296951 ..IKLMLDTNICIYIINRKPPYIAEK.FSR..YEIGDIGISNITACELAFGVEKSGS.AKNKT...ALTKF..LA 64
T652 WP 000281042.1 NC 004342:c1008321-1007923 ...MYLLDTNICIFLIKKKNATLLEN.LKK..KLNKDLFVSSLTVAELEFGIQKSEFKEKNKV...ALIEF..LT 64
T962 WP 010871640.1 NC 000911:c474204-473953 ..MKYLLDTNICIYLIKKKPFKVLAK.FQT..LEISDIGISSITVAELEYGVSKSQQQSKNRD...ALMQF..LM 65
T6111 YP 009066159.1 NC 025100:c155888-155487 .....MLDTNICSFIMREQPEALLKH.LEQSVLRGHRIVVSAITYSEMRFGATGPKASPRHVQ...LVDAF..CE 64
T10197 WP 000754566.1 NC 023314:c57433-57017 MKKTWMLDTNICSFIMREQPAAVLKR.LEQAVLRGDRIVVSAVTYAEMRFGATGPKASPRHIQ...LVDAF..CA 69
T10129 WP 005649049.1 NZ MZIN01000044:23438-23842 ..MIYMLDTNIIIYLMKNRPKIIAER.VSQL.LPNDRLVMSFITYAELIKGAFGSQNYEQSIR...AIELL..TE 66
T1066 WP 010868975.1 NC 000907:351371-351775 ..MIYMLDTNIIIYLMKNRPKIIAER.VSQL.LPNDRLVMSFITYAELIKGAFGSQNYEQSIR...AIELL..TE 66
T10054 WP 066609966.1 NZ CP014301:308829-309227 .MLAYMLDTNICIYLIKDKLPALRQH.FKD...ASGRVCVSSVTLGELSYGAEKSDRRAQNFE...ALERF..ID 65
T439 NP 461950.1 NC 003197:c3195560-3195162 .MLKFMLDTNTCIFTIKNKPEHIRER.FNL...NTSRMCISSITLMELIYGAEKSLAPERNLA...VVEGF..IS 65
T1070 WP 005651560.1 NC 000907:c1008583-1008185 .VLKYMLDTNIVIYVIKRRPLEILSR.FNQ...NAGKMCVSSITVAELYYGAEKSEYPERNIA...VIEDF..LS 65
T4922 WP 012263372.1 NC 010278:1929418-1929816 .MLTYMLDTNIAIYVVKRRPIEVLDK.FNL...NSTRLCVSSITAAELYYGAEKSQFPERNMA...VIEDF..LS 65
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T10138 WP 002556053.1 NC 019265:53545-53964 FANRVLSFDMTCTKAYAELLAKSRAAGLAVETADAFIAAIALANGFTVATRDTGPFEAAGLNVINPWET. 139
T4914 WP 005614926.1 NC 010278:c722396-722007 AIT.VMDWDYQVAEVYGQLRAEMEREGKIMGVQDQMIGAHALATECVLVSS.DKAFQFIPNLVLENWWK. 129
T877 WP 010969926.1 NC 003047:2611709-2612113 IVP.VLPLDIPADTRYGSIRAELESLGQTIGSNDLLIAAHAYALDLTLVTDNIREFSRVRGLSLENWLER 134
T3858 WP 119185609.1 NC 009446:1077098-1077499 PLS.ILPFDKQAIWHYARIRQSLQNRGTPIGALDMLIASHALALDITLVTNNTKEFERVDGLMLDNWVID 133
T3856 WP 119185609.1 NC 009446:296550-296951 PLS.ILPFDKQAIWHYARIRQSLQNRGTPIGALDMLIASHALALDITLVTNNTKEFERVDGLMLDNWVID 133
T652 WP 000281042.1 NC 004342:c1008321-1007923 IFN.ILSFSDKDAESYGIIRADLERKGNVIGSIDMLLAAQAIANNYIFVTNNTKEFKRIKALKIENWTQ. 132
T962 WP 010871640.1 NC 000911:c474204-473953 PLE.IVEFNSGSGDRLWQH................................................... 83
T6111 YP 009066159.1 NC 025100:c155888-155487 RLDAVLPWDRAAVDATTEIKVALRLAGTPIGPNDTAIAGHAIAACAILVTNNVREFERVPGLVLEDWVR. 133
T10197 WP 000754566.1 NC 023314:c57433-57017 RLDAVLPWDRAAVDATTDIRVALRLAGTPIGPNDTAIAGHAIAAGAILVTNNVREFARVPGLVLEDWVK. 138
T10129 WP 005649049.1 NZ MZIN01000044:23438-23842 RVN.VLYPNEQICLHYGKWANTLKKQGRPIGNNDLWIACHALSLNAVLITHNVKEFQRITDLQWQDWTK. 134
T1066 WP 010868975.1 NC 000907:351371-351775 RVN.VLYPNEQICLHYGKWANTLKKQGRPIGNNDLWFACHALSLNAVLITHNVKEFQRITDLQWQDWTK. 134
T10054 WP 066609966.1 NZ CP014301:308829-309227 RML.VLPFDVQAAGHYGELRAVLARAGTPCGPLDTQIGAHARSQGLIVVTNNRREFDRMPGLRVENWV.. 132
T439 NP 461950.1 NC 003197:c3195560-3195162 RLE.VLDYDTQAAIHTGQIRAELARKGTPVGPYDQMIAGHAGSRGLVVVTNNLREFERIPGIRIEDWC.. 132
T1070 WP 005651560.1 NC 000907:c1008583-1008185 RLT.ILDYQPKHAAHFGNIKAELSKQGKLIGENDIHIAAHARSEGLILVSNNLREFERVIALRTENWV.. 132
T4922 WP 012263372.1 NC 010278:1929418-1929816 RLT.ILDYTHKAATHFGNIKAHLSKQGKIIGENDIHIAAHARSEGLVLVTNNLREFERVEGLRLDNWV.. 132
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