
logo MTDTHS IAQPFEMANEAVSGPVASNVNRHI
V
N
TVSGEYTACSMRTYAPCDYSQR IPSAQIHTLKGDQWQLEEAAGFEATGHTGAVTDVKI

V
S
MEGCLI IVL ITAEQTPDPEAVAREDESE

T6352 NP 418767.4 NC 000913:c4579840-4579499 MTDTHSIAQPFEAEVSPANNRHVTVGYASRYPDYSRIPAITLKGQWLEAAGFATGTAVDVKVMEGCIVLTAQPPAAEESE 80
T6351 WP 000132601.1 NC 012759:c4516347-4516006 MTDTHSIAQPFEAEVSPANNRHVTVGYASRYPDYSRIPAITLKGQWLEAAGFATGTAVDVKVMEGCIVLTAQPPAAEESE 80
T10103 - NC 016810:c339081-338806 ............MNASGVSVRHIN.SETCMTACYSQIPSQHLKGDWQEEAGFETGHGVTVKISEGCLILIAETDEVRD.. 65
consensus ***************!****!!***********!!*!!***!!!*!*!*!!!*!!**!*!!**!!!**!*!*********

logo LRMKQESLYRQVKCKSLMSKAHR I
K
K
QKQVAQGAVFNINGVVINAGDKQKVA

T6352 NP 418767.4 NC 000913:c4579840-4579499 LMQSLRQVCKLSARKQKQVQAFIGVIAGKQKVA 113
T6351 WP 000132601.1 NC 012759:c4516347-4516006 LMQSLRQVCKLSARKQKQVQAFIGVIAGKQKVA 113
T10103 - NC 016810:c339081-338806 LRKELYQVKKSMKHIK...AGVNNVVNGD.... 91
consensus !***!*!!*!**************!**!*****

X non conserved

X similar

X ≥ 50% conserved


