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T6319 WP 001030302.1 NC 004116:1297099-1297944 MNKAKLTALCHKISKNTGLTFNSVMTYYFLEVILKKLSQSSYSNHYIFKGGFLLSNVIGVESRSTVDIDFLFHQITLSEE 80
T10047 Protein 154 NZ CP001668:c211698-210859 MNLQKLKAICKRLSN.TKTNYNIILKHYFMISILEKIVKSKNKQNFIIKGGFLLSNMMSLNERTTQDIDCLIKGINFVKE 79
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T6319 WP 001030302.1 NC 004116:1297099-1297944 TVKQQLKEIL.ADSEEGISFVIQSITTIKESDDYGGYRATISCQLENIKQVIHLDIATGDVVTPQPITYDYKAIFDEDNF 159
T10047 Protein 154 NZ CP001668:c211698-210859 NILKIISDVLRYDFTDFIEYEIKEITEIKKRDKYNGFRVKILCKLEKLEEIVKIDLAIGDVITPSEIKYNFKNIFSNSSF 159
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T6319 WP 001030302.1 NC 004116:1297099-1297944 PIIAYTIETILAEKLQTIYSRNFLNSRSKDFYDVYILSKLKKKDIDFNQLKNACQRTFSYRETELDFEKIIELLERFKSD 239
T10047 Protein 154 NZ CP001668:c211698-210859 EIQAYNLETILAEKIFIINNLNIQSTRIKDLYDIFLIYSLKEFEIDYNILKCACLNTFKKRNTVFNIDLILNLLNEINQL 239
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T6319 WP 001030302.1 NC 004116:1297099-1297944 PTQNQQWQNYSKKYSYTKGISLANVLDEMISLITIIISTDSD 281
T10047 Protein 154 NZ CP001668:c211698-210859 D.IFKLLNNYKQKYFYAQKIEFEILVESVIKLLEKLKSS... 277
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