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AT10182 WP 005547298.1 NC 013416:1648241-1648495 ....................................MILAWTETAWEDYLYWQQVDK.KTLLRINKLIQNITRAP 38
AT4918 WP 005598318.1 NC 010278:1417602-1417853 MQAITYTEARQNLAGTMSKVAEDFEPILITRS.KGGNCVLMSYEQYC......SLEETAYLMRSPTNAKRLLDSV 68
AT6281 WP 002939010.1 NC 012924:c1915282-1915022 MEAIVYSHFRNHLKDYMKKVNDEFEPLVVVNKNPEEDIVVLSKSEWD......SLQETLAVARNTYLSQKVLRGM 69
AT728 15903628 NC 003098:c1566962-1566708 MEAVLYSTFRNHLKDYMKKVNDEFEPLTVVNKNPDEDIVVLSKSEWD......SIQETLRIAQNKELSDKVLRGM 69
AT6022 WP 000388479.1 NC 005000:c5482-5213 MEAVAYSNFRQNLRSYMKQVNEDAETLIVTSKDVEDTVVVLSKRDYD......SMQETLRTLSNNYVMEKIRRGD 69
AT6115 WP 000388479.1 NC 014959:c5482-5213 MEAVAYSNFRQNLRSYMKQVNEDAETLIVTSKDVEDTVVVLSKRDYD......SMQETLRTLSNNYVMEKIRRGD 69
AT6138 WP 005687754.1 NC 013199:2763807-2764076 MEATNYSDFRRNLKHYMSQVNEDAEPLLVTAKDDDDNVVVMSKHDFD......AIEETLYLLSNPKLMAKIKRGD 69
AT6143 WP 005687754.1 NC 017491:2755711-2755980 MEATNYSDFRRNLKHYMSQVNEDAEPLLVTAKDDDDNVVVMSKHDFD......AIEETLYLLSNPKLMAKIKRGD 69
AT6237 WP 005687754.1 NC 013199:2763807-2764076 MEATNYSDFRRNLKHYMSQVNEDAEPLLVTAKDDDDNVVVMSKHDFD......AIEETLYLLSNPKLMAKIKRGD 69
AT10021 WP 005687754.1 NZ JMSI01000003:c191403-191134 MEATNYSDFRRNLKHYMSQVNEDAEPLLVTAKDDDDNVVVMSKHDFD......AIEETLYLLSNPKLMAKIKRGD 69
AT10020 WP 005687754.1 NZ JPZB01000034:15154-15423 MEATNYSDFRRNLKHYMSQVNEDAEPLLVTAKDDDDNVVVMSKHDFD......AIEETLYLLSNPKLMAKIKRGD 69
consensus *** ***** *** *************** ** ********* *** ************** ******

logo

F
E
A
EEG
K

Q
F
L
V
I
GNPEPLKHQLSGFWKR

S
A
Q
R
T
K
A
R
G
I
S
A
Q
K
D
G
F
T
A
I
Q
K
V
T
E
Q
R
H
N
R
V
D
E
I
L
E
V
I
L
Y
E
T
A
Q
V
D
D
V
E
F
S
D
D
H
S
D
HLTI IQCRYHY

AT10182 WP 005547298.1 NC 013416:1648241-1648495 FEGLGNPEPLKHQLSGFWSRRIDKEHRLVYQVSDSHLTIIQCRYHY 84
AT4918 WP 005598318.1 NC 010278:1417602-1417853 A.EL..............RQGQGIERELIE................ 83
AT6281 WP 002939010.1 NC 012924:c1915282-1915022 A.KV..............KTGQTQERNLIEAD.............. 86
AT728 15903628 NC 003098:c1566962-1566708 A.QV..............RAGSTQVHVIEE................ 84
AT6022 WP 000388479.1 NC 005000:c5482-5213 E.QF..............SKGAFKTHDLIEVESDD........... 89
AT6115 WP 000388479.1 NC 014959:c5482-5213 E.QF..............SKGAFKTHDLIEVESDD........... 89
AT6138 WP 005687754.1 NC 013199:2763807-2764076 A.QI..............AAGKAKQHELLTDFDHD........... 89
AT6143 WP 005687754.1 NC 017491:2755711-2755980 A.QI..............AAGKAKQHELLTDFDHD........... 89
AT6237 WP 005687754.1 NC 013199:2763807-2764076 A.QI..............AAGKAKQHELLTDFDHD........... 89
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