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T10130 WP 000254738.1 NZ HG738867:3872690-3873025 .......MVSRYVPDMGDLIWVDFDPTKGSEQAGHRPAVVLSPFMYNNKT.....GMCLCVPCTTQSK..GYPFE 61
T1044 NP 417262.1 NC 000913:c2911091-2910756 .......MVSRYVPDMGDLIWVDFDPTKGSEQAGHRPAVVLSPFMYNNKT.....GMCLCVPCTTQSK..GYPFE 61
T911 WP 011111770.1 NC 004757:c1279714-1279373 ..........MTDFKQRDIYWIDLEPTKGAETRKLRPCVIIQSDLVNVQS.....RTVIVAPLLLQHK..PWPFA 58
T10131 WP 014845117.1 NC 018141:c103217-102897 .............MNRGDVYWVNLDPTTGSEINKLRPCVLVGATPINQAR.....RTVVVVPLSSSAT.ARPP.. 54
T6248 YP 004837055.2 NC 000962:2321057-2321467 ..........MAEPRRGDLWLVSLGAARAGEPGKHRPAVVVSVDELLTGI...DDELVVVVPVSSSRS..RTPLR 60
T6252 NP 217317.1 NC 000962:c3110523-3110167 ............VMRRGEIWQVDLDPARGSEANNQRPAVVVSNDRANATATRLGRGVITVVPVTSNIA.KVYPFQ 62
T6247 NP 216507.1 NC 000962:c2234649-2234305 ...........VVISRAEIYWADLGPPSGSQPAKRRPVLVIQSDPYNASR....LATVIAAVITSNTALAAMPGN 60
T655 WP 000617906.1 NC 004342:c2824569-2824228 .............MIRGEIWWVDLGIPFGSEPGFKRPVLIIQDDSFNQSN....INTIVSIAITSNLNLSEAPGN 58
T10042 WP 012302900.1 NC 010424:c1933653-1933297 ...........VEIKRGDVFLVNFNPARGSEQAGCRPAVVVQNDVGNKYG.....PTTIVIAVTTTLK..DYPFL 57
T6135 WP 005686631.1 NC 013198:c2601977-2601594 .........MDVTVKRGDVFFADLSPVVGSEQGGNRPVLIIQNNVGNHYS.....PTVIVAAITSKIQKPKMPTH 61
T6136 WP 005686631.1 NC 013199:c2581516-2581133 .........MDVTVKRGDVFFADLSPVVGSEQGGNRPVLIIQNNVGNHYS.....PTVIVAAITSKIQKPKMPTH 61
T6140 WP 005686631.1 NC 017482:c2596947-2596564 .........MDVTVKRGDVFFADLSPVVGSEQGGNRPVLIIQNNVGNHYS.....PTVIVAAITSKIQKPKMPTH 61
T6141 WP 005686631.1 NC 017491:c2501471-2501088 .........MDVTVKRGDVFFADLSPVVGSEQGGNRPVLIIQNNVGNHYS.....PTVIVAAITSKIQKPKMPTH 61
T10096 WP 003421356.1 NC 013316:c3936024-3935641 MKGRLPKVSTNCEIKRGDLYYADLSPVVGSEQGGVRPVLIIQNDVGNKYS.....PTVIVSAITSQINKAKLPTH 70
T134 NP 388347.1 NC 000964:518943-519293 ...........MIVKRGDVYFADLSPVVGSEQGGVRPVLVIQNDIGNRFS.....PTAIVAAITAQIQKAKLPTH 59
T1499 WP 000635963.1 NC 005945:241493-241843 ...........MIVKRGDVYFADLSPVVGSEQGGVRPVLVIQNDIGNRFS.....PTVIVAAITAQIQKAKLPTH 59
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T10130 WP 000254738.1 NZ HG738867:3872690-3873025 VVLS.....GQERDGVALADQVKSIAWRARGATKKGTVAPEELQLIKAKINVLIG.................... 111
T1044 NP 417262.1 NC 000913:c2911091-2910756 VVLS.....GQERDGVALADQVKSIAWRARGATKKGTVAPEELQLIKAKINVLIG.................... 111
T911 WP 011111770.1 NC 004757:c1279714-1279373 VNLEPTEKNGLDKDRHINLKQLRAVDI.SRIGKKQGRLENRYKDPIKAALMIIFDL................... 113
T10131 WP 014845117.1 NC 018141:c103217-102897 ..IT.ITVSCLGKQVTAVCDQIRTIDK.SRLKKVAGNLSDKDLNALDDGLRQVLCL................... 106
T6248 YP 004837055.2 NC 000962:2321057-2321467 P.PV.APSEGVAADSVAVCRGVRAVAR.ARLVERLGALKPATMRAIENALTLILGLPTGPERGEAATHSPVRWTG 132
T6252 NP 217317.1 NC 000962:c3110523-3110167 VLLS.ATTTGLQVDCKAQAEQIRSIAT.ERLLRPIGRVSAAELAQLDEALKLHLDLWS................. 118
T6247 NP 216507.1 NC 000962:c2234649-2234305 VFLP.ATTTRLPRDSVVNVTAIVTLNK.TDLTDRVGEVPASLMHEVDRGLRRVLDL................... 114
T655 WP 000617906.1 NC 004342:c2824569-2824228 VFIS.KKDSSLSKDSVINVSQIVTLDK.ERFLNKAGKLKSNKLGEVEIGLKLVTGLD.................. 113
T10042 WP 012302900.1 NC 010424:c1933653-1933297 VKLS.AGEGGLEKDSTANAAQVLTVDK.LRLVRKLGNLTSEKMREINRALAVSLGLTLGETQD............ 118
T6135 WP 005686631.1 NC 013198:c2601977-2601594 VGLR.AKQDGVERNSVILLEQIRTIDK.QRLQARVTALSSAKMAAVDRALAISVGLVSLPKPKTYNKN....... 127
T6136 WP 005686631.1 NC 013199:c2581516-2581133 VGLR.AKQDGVERNSVILLEQIRTIDK.QRLQARVTALSSAKMAAVDRALAISVGLVSLPKPKTYNKN....... 127
T6140 WP 005686631.1 NC 017482:c2596947-2596564 VGLR.AKQDGVERNSVILLEQIRTIDK.QRLQARVTALSSAKMAAVDRALAISVGLVSLPKPKTYNKN....... 127
T6141 WP 005686631.1 NC 017491:c2501471-2501088 VGLR.AKQDGVERNSVILLEQIRTIDK.QRLQARVTALSSAKMAAVDRALAISVGLVSLPKPKTYNKN....... 127
T10096 WP 003421356.1 NC 013316:c3936024-3935641 VEIS.SNEYGLNKDSVILLEQIRTIDK.KRLREKIGCLDENMMIKVDDGLQISLGLFTF................ 127
T134 NP 388347.1 NC 000964:518943-519293 VEID.AKRYGFERDSVILLEQIRTIDK.QRLTDKITHLDDEMMDKVDEALQISLALIDF................ 116
T1499 WP 000635963.1 NC 005945:241493-241843 VEID.AKKYGFERDSVILLEQIRTIDK.QRLTDKITHLDEVMMIRVDEALQISLGLIDF................ 116
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