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T101 NP 216458.1 NC 000962:c2194973-2194644 VTALPARGEVWWCEMAE......IGRRPVVVLSRDAAIP...RLRR..ALVAPCTTTIR.GLASEVVLEPGSDPIPRRSA 68
T10131 WP 014845117.1 NC 018141:c103217-102897 ....MNRGDVYWVNLDPTTGSEINKLRPCVLVGATPINQ.....ARRTVVVVPLSSSATARPPITI....TVSCLGKQVT 67
T6248 YP 004837055.2 NC 000962:2321057-2321467 .MAEPRRGDLWLVSLGAARAGEPGKHRPAVVVSVDELLT...GIDDELVVVVPVSSS.RSRTPLRP.PVAPSEGVAADSV 74
T6252 NP 217317.1 NC 000962:c3110523-3110167 ...VMRRGEIWQVDLDPARGSEANNQRPAVVVSNDRANATATRLGRGVITVVPVTSNIAKVYPFQVLLSATTTGLQVDCK 77
T10042 WP 012302900.1 NC 010424:c1933653-1933297 ..VEIKRGDVFLVNFNPARGSEQAGCRPAVVVQNDVGNKYG......PTTIVIAVTTTLKDYPFLVKLSAGEGGLEKDST 72
consensus **!!*** * * ****** !!*!*** * ** * * ********* * * * * * ** ***
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X non conserved

X similar

X ≥ 50% conserved


