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T10069 WP 011977836.1 NC 009653:1660-1998 ...VTTYCPARGDVILLDFNPQSGHEQAGKRPALVVSDDLFNQVTGFAVVCPITNQIKGYPFEVPVDGTTKTTGV 72
T6142 WP 005692155.1 NC 017491:c2404527-2404180 ....MTYKAKQGDVVWLDFDPSEGHEIRKRCPAVVLSSNAYNRATGFVIVAPITSTIRTLPGYVDIVS.NKIRGQ 70
T6137 WP 005692155.1 NC 013199:c2484572-2484225 ....MTYKAKQGDVVWLDFDPSEGHEIRKRCPAVVLSSNAYNRATGFVIVAPITSTIRTLPGYVDIVS.NKIRGQ 70
T6238 WP 005692155.1 NC 017491:c2404527-2404180 ....MTYKAKQGDVVWLDFDPSEGHEIRKRCPAVVLSSNAYNRATGFVIVAPITSTIRTLPGYVDIVS.NKIRGQ 70
T10090 WP 002354774.1 NZ CP008816:c2000714-2000373 MNVEKKYIPKKGDIVWIDFDPAAGKEIQKRRPGLVVSRYEFNRKTMFAVICPITSTIKNIPTRYTLPDDIETQGQ 75
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T10069 WP 011977836.1 NC 009653:1660-1998 ILADQVKSLDWKARAARTVDSVSGETVTTVVDMVSKIIKA...... 112
T6142 WP 005692155.1 NC 017491:c2404527-2404180 VVTSQVYSLDVTEQGNRKIDFIERMNIEDFYT.VAQFTKMNFDFKF 115
T6137 WP 005692155.1 NC 013199:c2484572-2484225 VVTSQVYSLDVTEQGNRKIDFIERMNIEDFYT.VAQFTKMNFDFKF 115
T6238 WP 005692155.1 NC 017491:c2404527-2404180 VVTSQVYSLDVTEQGNRKIDFIERMNIEDFYT.VAQFTKMNFDFKF 115
T10090 WP 002354774.1 NZ CP008816:c2000714-2000373 VVISQLKSLDFTERKLSQ...IEHLPLKDMAK.IDQIIEYIF.... 113
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