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AT6137 WP 014571589.1 NC 013199:c2484787-2484572 MDVKVVKRGNSLALSLPSSAGFKRGE....A.FLLISDEKGGYLLIPKVKNPYT......KAKPLSFHQEEAWPDFDYED 69
AT6238 WP 014571589.1 NC 017491:c2404742-2404527 MDVKVVKRGNSLALSLPSSAGFKRGE....A.FLLISDEKGGYLLIPKVKNPYT......KAKPLSFHQEEAWPDFDYED 69
AT6142 WP 014571589.1 NC 017491:c2404742-2404527 MDVKVVKRGNSLALSLPSSAGFKRGE....A.FLLISDEKGGYLLIPKVKNPYT......KAKPLSFHQEEAWPDFDYED 69
AT137 WP 010887061.1 NC 001263:417705-417947 MTSQIQKWGNSLALRIPKALAQQVGLTQSSEVELLLQ..DGQIVIRPVPARQYDLAALLAEMTPENLHGETDWGALEGRE 78
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AT6137 WP 014571589.1 NC 013199:c2484787-2484572 IE 71
AT6238 WP 014571589.1 NC 017491:c2404742-2404527 IE 71
AT6142 WP 014571589.1 NC 017491:c2404742-2404527 IE 71
AT137 WP 010887061.1 NC 001263:417705-417947 EW 80
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