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T659 WP 011071641.1 NC 004347:c1507842-1507549 MPQIVFTATALRDLERLREFLRSKNPPAAQRAASAIINTIRKLESYPDIGRPIDDN.DFSFRELLIDFGDTGYLAMYQYD 79
T178 WP 000229317.1 NC 002506:425872-426174 MVEIIWTELALSDLNDIAEYIALENVVAAKQLVQTVFTKVERLADFPESGRVPPELEHLNYREVVV..SPCR..VFYKYD 76
T10139 WP 002556011.1 NC 019265:c64275-64000 VLTIRWADEASTDLVEIIDYIEQRSPIAAEALNANILKAVEGLPSAPYLFRHG...REPGTRECVL..HP.NYLVVYQVG 74
T10143 WP 002555994.1 NC 019292:39828-40106 .MQIIWRQRARMSLAKIIRYISNEDPQAAQAILERLQSAILPVADHPYLYRPG...RVPGTRELVA..HP.NYVLVYRVT 73
T1008 NP 310308.1 NC 002695:2249244-2249522 MLPVLWLESADTDLDDITSYIARFDIDAAERLWQRLRGCVLPLSEHPYLYPPSD..RVPGLREIVA..HP.NYIILYRVT 75
T10119 WP 001384452.1 NC 025198:2664-2942 .MEIFWTMLASQDRKRIREYIAEQNLMAAIELDERIGYSASSLAGQPYKGRNG...RVEGTRELVI..HP.HFVLVYEVD 73
T6134 WP 013496751.1 NC 014832:2712-3011 MKQLVIAEPAGRDLEEIVDYIAVNNPVAAEKVYWEIVRAAEKLSDFPALGRPG...RHPETRELSI..ADLPYLLVYEVR 75
T6097 WP 010967243.1 NC 003037:258530-258823 .MRLVWARYALDDRDTIFSYIERENPRAAVHVDEEIVSAVRRLLDFPESGRPG...RIAGTRELVI..PRTPYIAAYMVM 74
consensus ** *** ! ** * *** ** !! * * * * * ! ***** * **!!*** * ****! *

logo

A
D
E
G
L
P
S
T

G
Q
WAG
S
D
E
E
S
T
K
R
L
I
V
D
Y
E
R
T

I
V
V
L
A
C
F
N
R
I
V
F
M
R
I
L
R
H
G
Q
T
A
E
K
S
A
R
E
R
Q
A
E
D
K
Q

F
G
L
W
Y

A
R
Y
P
K
R
S
E
V
L
M
L
D
H
L

T
D
G
K
R

I
Q

T659 WP 011071641.1 NC 004347:c1507842-1507549 GG.ERLTVLCIRHQKEAGY....... 97
T178 WP 000229317.1 NC 002506:425872-426174 D..AKVRILFVMRAERDLRRLMLTKQ 100
T10139 WP 002556011.1 NC 019265:c64275-64000 A..DTIDVLRILHARQQYP....... 91
T10143 WP 002555994.1 NC 019292:39828-40106 L..ERIEVVNVIHARQEYPSL..... 92
T1008 NP 310308.1 NC 002695:2249244-2249522 T..SSVEVVNVIHARRQFP....... 92
T10119 WP 001384452.1 NC 025198:2664-2942 SQWGKVYILRVLHTAQKWP....... 92
T6134 WP 013496751.1 NC 014832:2712-3011 P..EEVTILAVFHTSRDLAKVLHDRI 99
T6097 WP 010967243.1 NC 003037:258530-258823 E..DRIRILRVLHGAQKWPSELDDG. 97
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X ≥ 50% conserved


