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AT171 WP 001232701.1 NC 002506:369724-370041 MRKTKRRPVSVGEMLKVEFLEPMGITSKALAEAMGVHRNTVSNLINGG.VLTAPVAIKLAAALGNTPEFWLNIQHAVDLW 79
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AT6083 AAN67206.1 AE015451:c1777857-1777558 TAEQQHGDE.IIGSVQRLVA......... 99
AT6124 WP 005650217.1 NC 007146:c1756423-1756100 DLEHNKRFQQSLANVKPALHRHDTSTFAM 107
AT171 WP 001232701.1 NC 002506:369724-370041 DTRNR..YQEEAKFVKPLFVSLEQSART. 105
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X non conserved

X similar

X ≥ 50% conserved


