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T6098 WP 010975576.1 NC 003078:766873-767427 MRKHIPPASRPDPEPTSPVEPITLWRAFVPRWAHMPLSGAGAARFGGRWNPIGMPAIYAARELSTAWAEYNQGFVQHPAL 80
T307 26989157 NC 002947:2780703-2781140 .....................VILWRIS....AYADLSGTGGLRVSGRWHQAGRPVVYAATSPPGAMLEVLV........ 47
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T6098 WP 010975576.1 NC 003078:766873-767427 IVQLELRGARLADLTDASVLLELGVDEAIHRCEWRDALDK..GAVPETHRLQSELLARDYHGVIYP..SFMSPGGTCVAL 156
T307 26989157 NC 002947:2780703-2781140 ..HLEIDPED...FPTTMRLLRIELPDTVSQAQLP.ALQPGWSAQPELTRTLGNRFLDDCSALLLPVPSAIMPSTTNYLF 121
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T6098 WP 010975576.1 NC 003078:766873-767427 .WRWNGA..EEPRLDVIDPDGRLPKSPASWV 184
T307 26989157 NC 002947:2780703-2781140 NPRHPQAQSAKIQVEDFTPDSRLF....... 145
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