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MSMVKRHYKSHRGKNEALNSEAKLFSGAEQKHQEDAELIQRLKLALKAGKTKVSPDDEQI
LDYLSDIPAESI EDGTQDWSENAVRQGNKQFFYRPLVKTQQATSVIR I

LDADVMLEAWLFK
AT6086 NP 463388.1 NC 003197:4785941-4786243 MSMVKHKRGNA.SALSAQHEAEL...KALAKKSDDEIDYSDIPASEDGQWSEAVR.GKFFRPLKTQASVRIDADVMEWLK 75
AT10188 WP 001983304.1 NZ CP015486:11541-11855 MSMVRYSHKELNEKFGEKQDAEIQRLLAKGTVPDDQLDLSDIPEI..TDWSNAVRQNQFYRPVKQQTSIRLDADVLAWFK 78
AT6082 AIA61629.1 KJ534569:c3835-3527 ..MVRYSRKELNEKFGEKQDAEIQRLLAKGTVPDDQLDLSDIPEI..TDWSNAVRQNQFYRPVKQQTSIRLDADVLAWFK 76
AT6081 AIA61619.1 KJ534568:c3833-3525 ..MVRYSRKELNEKFGEKQDAEIQRLLAKGTVPDDQLDLSDIPEI..TDWSNAVRQNQFYRPVKQQTSIRLDADVLAWFK 76
consensus **!!****************!!*****!*****!!**!*!!!!** **!!*!!!***!*!!*!*!*!*!*!!!!**!*!
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AT6086 NP 463388.1 NC 003197:4785941-4786243 RPGKGYQTRLNAILREAMLREQNKK. 100
AT10188 WP 001983304.1 NZ CP015486:11541-11855 AQGKGYQTRMNEILRDAMLKELKNHQ 104
AT6082 AIA61629.1 KJ534569:c3835-3527 AQGKGYQTRMNEILRDAMLKELKNHQ 102
AT6081 AIA61619.1 KJ534568:c3833-3525 AQGKGYQTRMNEILRDAMLKELKNHQ 102
consensus **!!!!!!!*!*!!!*!!!*!*****
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