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T6146 WP 011039853.1 NC 003905:194764-195042 ....MIKSFKHKGLKLLFEKGVTSGVPAQDV.DRINDRLQAIDTATEIGELNR.QIYKLHPLKGDREGYWSITVR 69
T6083 AAN67207.1 AE015451:c1778144-1777866 ....MIRSFSCADTEALFTTGKTRR..GSDIKSVAERKLAMLDAATELRDLRSPPGNRLESLSGNRADQHSIRVN 69
T10161 WP 003113526.1 NZ CP127126:c5518157-5517879 ....MILTFRCDETRQLFETGLSRR..WGAILTVATRKLAMLHAATELRDLRSPPGNRLEPLQGKRAGQHSIRIN 69
T10032 - NC 002516:c5242849-5242571 ....MILTFRCDETRQLFETGLSRR..WGAILTVATRKLAMLHAATELRDLRSPPGNRLEPLQGKRAGQHSIRIN 69
T171 WP 001162670.1 NC 002506:369426-369713 ....MALEFKDKWLEQFYEDDKRHRLIPSSIENALFRKLEILDAAQAESDLRIPPGNRFEHLEGNLKGWCSIRVN 71
T6124 WP 005650215.1 NC 007146:c1756739-1756434 MFNLKREHFRDDYLYRFYQYGDTHSKIPSNLYKVLARKLDMISASENINDLRSPPANHLELLEPKENKIYSIRVN 75
consensus ** *!* *** * * * * * **! ** ***** *!********* ! * * * !!***
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T6146 WP 011039853.1 NC 003905:194764-195042 ANWRITFQFINGDAYILNYEDYH.... 92
T6083 AAN67207.1 AE015451:c1778144-1777866 DQWRLCFTWTEHGPVNVEIVDYH.... 92
T10161 WP 003113526.1 NZ CP127126:c5518157-5517879 DQWRVCFVWTDAGPEEVEIVDYH.... 92
T10032 - NC 002516:c5242849-5242571 DQWRVCFVWTDAGPEEVEIVDYH.... 92
T171 WP 001162670.1 NC 002506:369426-369713 KQYRLIFQWVDGVALNTY.LDPHKY.. 95
T6124 WP 005650215.1 NC 007146:c1756739-1756434 KQYRLIFKYENNEVNNLY.LDPHSYNL 101
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X non conserved

X similar

X ≥ 50% conserved


