logo

T6077 NP 417119.1 NC 000913:2765918-2766991

T6075 WP 000155570.1 NC 017638:2743827-2744900
T6076 WP 000155570.1 NC 012759:2649752-2650825
T10023 WP 000155570.1 NZ CP009273:2759277-2760350
T10022 WP 000155570.1 NZ CP017979:2674195-2675268
consensus

logo

T6077 NP 417119.1 NC 000913:2765918-2766991

T6075 WP 000155570.1 NC 017638:2743827-2744900
T6076 WP 000155570.1 NC 012759:2649752-2650825
T10023 WP 000155570.1 NZ CP009273:2759277-2760350
T10022 WP 000155570.1 NZ CP017979:2674195-2675268
consensus

logo

T6077 NP 417119.1 NC 000913:2765918-2766991

T6075 WP 000155570.1 NC 017638:2743827-2744900
T6076 WP 000155570.1 NC 012759:2649752-2650825
T10023 WP 000155570.1 NZ CP009273:2759277-2760350
T10022 WP 000155570.1 NZ CP017979:2674195-2675268
consensus

logo

T6077 NP 417119.1 NC 000913:2765918-2766991

T6075 WP 000155570.1 NC 017638:2743827-2744900
T6076 WP 000155570.1 NC 012759:2649752-2650825
T10023 WP 000155570.1 NZ CP009273:2759277-2760350
T10022 WP 000155570.1 NZ CP017979:2674195-2675268
consensus

logo

T6077 NP 417119.1 NC 000913:2765918-2766991

T6075 WP 000155570.1 NC 017638:2743827-2744900
T6076 WP 000155570.1 NC 012759:2649752-2650825
T10023 WP 000155570.1 NZ CP009273:2759277-2760350
T10022 WP 000155570.1 NZ CP017979:2674195-2675268
consensus

alfinl

il Il

T IR AT

PN

RN

MTIRSYKNLNLVRANIETESRQFIENKNYSIQSIGPMPGSRAGLRVVFTRPGVNLATVDIFYNGDGSTTIQYLTG
MTIRSYKNLNLVRANIETESRQFIENKNYSIQSIGPMPGSRAGLRVVFTRPGVNLATVDIFYNGDGSTTIQYLTG
MTIRSYKNLNLVRANIETESRQFIENKNYSIQSIGPMPGSRAGLRVVFTRPGVNLATVDIFYNGDGSTTIQYLTG

MTIRSYKNLNLVRANIETESRQFIENKNYSIQSIGPMPGSRAGLRVVFTRPGVNLATVDIFYNGDGSTTIQYLTG

MTIRSYKNLNLVRANIETESRQFIENKNYSIQSIGPMPGSRAGLRVVETRPGVNLATVDIFYNGDGSTTIQYLTG
P e e e rrrr e rrrr e e r e rrrrrrrrrrrrrrrrrrrrrrrrnd

AL CEALAE PR LTSN ALE LR o 1V

ANRSLGQELADHLFETINPAEFEQVNMVLQGFVETSVLPVLELSADESHIEFREHSRNAHTVVWKIISTSYQDEL
ANRSLGQELADHLFETINPAEFEQVNMVLQGFVETSVLPVLELSADESHIEFREHSRNAHTVVWKIISTSYQDEL
ANRSLGQELADHLFETINPAEFEQVNMVLQGFVETSVLPVLELSADESHIEFREHSRNAHTVVWKIISTSYQDEL
ANRSLGQELADHLFETINPAEFEQVNMVLQGFVETSVLPVLELSADESHIEFREHSRNAHTVVWKIISTSYQDEL

ANRSLGQELADHLFETINPAEFEQVNMVLQGFVETSVLPVLELSADESHIEFREHSRNAHTVVWKIISTSYQDEL
N

L TR RTEALL LA e AL WAL AR T

TVSLHITTGKLQIQGRPLSCYRVFTFNLAALLDLQGLEKVLIRQEDGKANIVQQEVARTYLQTVMADAYPHLHVT
TVSLHITTGKLQIQGRPLSCYRVFTFNLAALLDLQGLEKVLIRQEDGKANIVQQEVARTYLQTVMADAYPHLHVT
TVSLHITTGKLQIQGRPLSCYRVFTFNLAALLDLQGLEKVLIRQEDGKANIVQQEVARTYLQTVMADAYPHLHVT
TVSLHITTGKLQIQGRPLSCYRVFTFNLAALLDLQGLEKVLIRQEDGKANIVQQEVARTYLQTVMADAYPHLHVT

TVSLHITTGKLQIQGRPLSCYRVFTFNLAALLDLQGLEKVLIRQEDGKANIVQQEVARTYLQTVMADAYPHLHVT
PELL e rrrrrrrrrrrrrrrrrrnd

LY LAY LRI S AT TR AR R

AEKLLVSGLCVKLAAPDLPDYCMLLYPELRTIEGVLKSKMSGLGMPVQQPAGFGTYFDKPAAHYILKPQFAATLR
AEKLLVSGLCVKLAAPDLPDYCMLLYPELRTIEGVLKSKMSGLGMPVQQPAGFGTYFDKPAAHYILKPQFAATLR
AEKLLVSGLCVKLAAPDLPDYCMLLYPELRTIEGVLKSKMSGLGMPVQQPAGFGTYFDKPAAHYILKPQFAATLR
AEKLLVSGLCVKLAAPDLPDYCMLLYPELRTIEGVLKSKMSGLGMPVQQPAGFGTYFDKPAAHYILKPQFAATLR

AEKLLVSGLCVKLAAPDLPDYCMLLYPELRTIEGVLKSKMSGLGMPVQQPAGFGTYFDKPAAHYILKPQFAATLR
Prrrr e rrrrrrrrrrrrrrrrrrrrrrrn

N AR TR 0 R R L

PEQINIISTAYTFFNVERHSLFHMETVVDASRMISDMARLMGKATRAWGIIKDLY I Viei-ys
PEQINIISTAYTFFNVERHSLFHMETVVDASRMISDMARLMGKATRAWGIIKDLY IVei-ve
PEQINIISTAYTFFNVERHSLFHMETVVDASRMISDMARLMGKATRAWGIIKDLY IVei-ve
PEQINIISTAYTFFNVERHSLFHMETVVDASRMISDMARLMGKATRAWGIIKDLY IVii-ye
PEQINIISTAYTFFNVERHSLFHMETVVDASRMISDMARLMGKATRAWGIIKDLY I Viei-ye

150
150
150
150
150

225
225
225
225
225

300
300
300
300
300



(> S

non conserved
similar
>507% conserved



