
logo MKTLDVHALHEGIQHTI EKLDKQKQQLEKLEKSVEHLAGMKDALKGKGGDAIRTFYEECHKPFLLFFGI F IDEYK
T6030 NP 391809.2 NC 000964:c4038493-4036784 MKTLDVHALHEGIQHTIEKLDKQKQQLEKLEKSVEHLAGMKDALKGKGGDAIRTFYEECHKPFLLFFGIFIDEYK 75
T10057 WP 003244234.1 NZ CP034484:c4033740-4032031 MKTLDVHALHEGIQHTIEKLDKQKQQLEKLEKSVEHLAGMKDALKGKGGDAIRTFYEECHKPFLLFFGIFIDEYK 75
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KVLKQTQHAI SSVESNSHGMIAEAFLSHDARHGVKHAREVTEQLTDAVNRQTSAIDHIVSLPTVNDSFFRMETEQ
T6030 NP 391809.2 NC 000964:c4038493-4036784 KVLKQTQHAISSVESNSHGMIAEAFLSHDARHGVKHAREVTEQLTDAVNRQTSAIDHIVSLPTVNDSFFRMETEQ 150
T10057 WP 003244234.1 NZ CP034484:c4033740-4032031 KVLKQTQHAISSVESNSHGMIAEAFLSHDARHGVKHAREVTEQLTDAVNRQTSAIDHIVSLPTVNDSFFRMETEQ 150
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AERL I SDTLNKLFQFDGQQTQALEAAKSDFQTMKKYIDQLETMYTGPKI E ITGYKSGS I LKSQEEENINQI FGAI
T6030 NP 391809.2 NC 000964:c4038493-4036784 AERLISDTLNKLFQFDGQQTQALEAAKSDFQTMKKYIDQLETMYTGPKIEITGYKSGSILKSQEEENINQIFGAI 225
T10057 WP 003244234.1 NZ CP034484:c4033740-4032031 AERLISDTLNKLFQFDGQQTQALEAAKSDFQTMKKYIDQLETMYTGPKIEITGYKSGSILKSQEEENINQIFGAI 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NPQMKQADDSPMEMMLKKLAENEKSKVDSVVKTGDSKKVSKNI IV INGKVYNTSEHREHIKTDFSNAEVKQVVYN
T6030 NP 391809.2 NC 000964:c4038493-4036784 NPQMKQADDSPMEMMLKKLAENEKSKVDSVVKTGDSKKVSKNIIVINGKVYNTSEHREHIKTDFSNAEVKQVVYN 300
T10057 WP 003244234.1 NZ CP034484:c4033740-4032031 NPQMKQADDSPMEMMLKKLAENEKSKVDSVVKTGDSKKVSKNIIVINGKVYNTSEHREHIKTDFSNAEVKQVVYN 300
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DTLYNVYI SGNDMKLEPVVSLSDIKVDENGYVKI LETAVELTGVYDLFKAATGRDPVSGEKVTGKDRVVAS INSV
T6030 NP 391809.2 NC 000964:c4038493-4036784 DTLYNVYISGNDMKLEPVVSLSDIKVDENGYVKILETAVELTGVYDLFKAATGRDPVSGEKVTGKDRVVASINSV 375
T10057 WP 003244234.1 NZ CP034484:c4033740-4032031 DTLYNVYISGNDMKLEPVVSLSDIKVDENGYVKILETAVELTGVYDLFKAATGRDPVSGEKVTGKDRVVASINSV 375
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PFAKIAKLEKL IDINKL INNGKKAKKASEVKNVAKDKGKIANDVSGSANKINSDL IKKYARDI EQRTGRELPKNQ
T6030 NP 391809.2 NC 000964:c4038493-4036784 PFAKIAKLEKLIDINKLINNGKKAKKASEVKNVAKDKGKIANDVSGSANKINSDLIKKYARDIEQRTGRELPKNQ 450
T10057 WP 003244234.1 NZ CP034484:c4033740-4032031 PFAKIAKLEKLIDINKLINNGKKAKKASEVKNVAKDKGKIANDVSGSANKINSDLIKKYARDIEQRTGRELPKNQ 450
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IDKLKEALRNKEYKKMSP I ETAKHRTKFDKVKNKVIKEWEENTGQKWPVYKENVVSEKTGKI IRKKGDKYDAHHI
T6030 NP 391809.2 NC 000964:c4038493-4036784 IDKLKEALRNKEYKKMSPIETAKHRTKFDKVKNKVIKEWEENTGQKWPVYKENVVSEKTGKIIRKKGDKYDAHHI 525
T10057 WP 003244234.1 NZ CP034484:c4033740-4032031 IDKLKEALRNKEYKKMSPIETAKHRTKFDKVKNKVIKEWEENTGQKWPVYKENVVSEKTGKIIRKKGDKYDAHHI 525
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo I ENTFGGEHEWWNMHPAKFPNEHQAGIHGTGSPANELFKGGKKK
T6030 NP 391809.2 NC 000964:c4038493-4036784 IENTFGGEHEWWNMHPAKFPNEHQAGIHGTGSPANELFKGGKKK 569
T10057 WP 003244234.1 NZ CP034484:c4033740-4032031 IENTFGGEHEWWNMHPAKFPNEHQAGIHGTGSPANELFKGGKKK 569
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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