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VGK
T6023 WP 013184145.1 NC 014228:c1844996-1844823 MIFNIEFDERAVKEWQKLDNSIREQFKKKLKKLQKNPYIEPARLHGDLACFLRNFSF....................... 57
T1041 NP 416081.1 NC 000913:c1645633-1645346 MAYFLDFDERALKEWRKLGSTVREQLKKKLVEVLESPRIEANKLRGMPDCYKIKLRSSGYRLVYQVIDEKVVVFVISVGK 80
T6131 WP 000222775.1 NC 022996:2772-3059 MTYTVKFRDDALREWLKLDKSVQQQFAKKLKKCSENPHIPSAKLRGLKDCYKIKLRASGFRLVYQVIDDMLIIAVVAVGK 80
T6132 WP 000222775.1 NC 022992:2772-3059 MTYTVKFRDDALREWLKLDKSVQQQFAKKLKKCSENPHIPSAKLRGLKDCYKIKLRASGFRLVYQVIDDMLIIAVVAVGK 80
T173 WP 000221352.1 NC 002506:c399586-399296 MTYKLEFKKSALKEWKKLAVPLQQQFKKKLIERLENPHVPSAKLSGAENIYKIKLRQSGYRLVYQVENDIIVVTVLAVGK 80
T175 WP 000221354.1 NC 002506:420241-420528 MTYKLKFLPAAQKEWSKLAPTIQSQFKKKLKERLENPHVPSAKLRGYDAVYKIKLRTAGYRLAYEVIDDEIVVYVLAVGK 80
T6130 WP 011078058.1 NC 004445:c13079-12792 MTYKLKFVPSAEKEWKRLGHPVREQFKKKLAERLENPRVPSAQLHGRKDQYKIKLKSAGYRLVYLVQEHTITIMVMGIGK 80
T10166 WP 010848883.1 NC 014228:c2939866-2939582 MTYSLKFEKRALKEWEKLGHPIREQFKKKLSERLENPHISSARLSGRNNLYKIKLCSSGYRLVYEVNDHAIVLLVIAVGK 80
consensus !** **! !**!! *!* ** !**!!! * ***!******! ! ****** ******* * ** *** ******

logo RDSEKGRDNSAEHQI
VYKTNSDEVKLLTAADELVSKNQSEREFILMDGLPRD

T6023 WP 013184145.1 NC 014228:c1844996-1844823 ................ 57
T1041 NP 416081.1 NC 000913:c1645633-1645346 RERSEVYSEAVKRIL. 95
T6131 WP 000222775.1 NC 022996:2772-3059 RERSHVYNLASERMR. 95
T6132 WP 000222775.1 NC 022992:2772-3059 RERSHVYNLASERMR. 95
T173 WP 000221352.1 NC 002506:c399586-399296 RERSEVYTKALQRLDD 96
T175 WP 000221354.1 NC 002506:420241-420528 RDKDAVYKKLASRFG. 95
T6130 WP 011078058.1 NC 004445:c13079-12792 REGNQIYSDTENRLP. 95
T10166 WP 010848883.1 NC 014228:c2939866-2939582 RSGNQVYSVADERE.. 94
consensus *** ** * **
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