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T325 15901009 NC 003028:1071285-1071650 VHNIYFYKDKNGNEPVFDYMRELTSKKGKDSRIKLNKINDYIELLSQHGTRAGEPYIKHLDAEIWELRPLRDRILFVAWMDGSFV 85
T1067 16272603 NC 000907:c703378-703019 MYEILFYRDQNDIEPVKEYLLSLAQNESKDSRIKLNKIRDYVKLLSELGTSVGKPYVKHLDGEIWELRPIRDRILFARLMDGRFV 85
consensus ** ! !!*! ! !!! *!* ! !!!!!!!!!! !!* !!! *!! ! !!*!!!!*!!!!!!!*!!!!!! !!! !!

logo LLHHQFMKKRTQKTPKRE I EQQTAKQQRERLASDELKERGLKLDNENEK
T325 15901009 NC 003028:1071285-1071650 LLHHFMKRTQKTPKREIEQAKRELADLKERGLDNEK 121
T1067 16272603 NC 000907:c703378-703019 LLHQFMKKTQKTPKREIQTAQQRLSELKERLKNE.. 119
consensus !!!*!!!*!!!!!!!!! ! ! *!!!! **
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