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T6098 WP 010975576.1 NC 003078:766873-767427 MRKHIPPASRPDPEPTSPVEPITLWR..AFVPRWAHMPLSGAGAARFGGRWNPIGMPAIYAARELSTAWAEYNQG 73
T307 26989157 NC 002947:2780703-2781140 .....................VILWRIS......AYADLSGTGGLRVSGRWHQAGRPVVYAATSPPGAMLEVLVH 48
T10044 WP 011078034.1 NC 021506:185018-185455 .....................VILWRIS......SYADLSGTGGLRVSGRWHQAGRPVVYTATSPPGAMLEVLVH 48
T10145 WP 044662136.1 NZ CP010954:c3826675-3826190 ...................VTTSFWRIATDARTYEADDLSGAGAKITGGRWNEVGVAIVYAASSRALACLETVVH 56
T1222 37526260 NC 005126:2776745-2777215 .....................VILYR..LTRSKYVESAWSGTGAKLYGGRWHNIGRPAVYVATSVSLAVLEVLVH 52
T3484 123442377 NC 008800:2318124-2318582 .....................MMLYR..IVMRRYLASTWTGYGAETYGGRWNHKGHAAIYLASSVSLAMLETLVH 52
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T6098 WP 010975576.1 NC 003078:766873-767427 FVQHPALIVQLELRGARLADLTDASVLLELGVDEAIH...........RCEWRDALDKGAVPETHRLQSELLA.R 136
T307 26989157 NC 002947:2780703-2781140 LEIDPE.............DFPTTMRLLRIELPDTVS....QAQLPALQPGWSAQPE.....LTRTLGNRFLDDC 101
T10044 WP 011078034.1 NC 021506:185018-185455 LEIDPE.............DFPATMQLLRIEVPDSVS....QAQMPTLPAGWSAETE.....LTRGIGNQFLDEC 101
T10145 WP 044662136.1 NZ CP010954:c3826675-3826190 LNS..G.............GLPLNRYLVEIEVPDEVLASAEVATPGNLPVGWDAEPAGR...VSISFGSQWAQSQ 113
T1222 37526260 NC 005126:2776745-2777215 VGD..D.............ELLTDFALLSIDIPENQI...DILDIDTLPSDWNAPVPST...CTMEIGSEWFEVS 106
T3484 123442377 NC 008800:2318124-2318582 IQD..S.............STLSEFELFQIEIEDSNI...MLLQPQDWPTNWRSDPAPA...TTMDIGTEWLESE 106
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T6098 WP 010975576.1 NC 003078:766873-767427 DYHGVIYPSFMSPGGTCVALWRWNGAEE.....PRLDVIDPDGRLPKSPASWV 184
T307 26989157 NC 002947:2780703-2781140 SALLLPVPSAIMPSTTNYLFNPRHPQAQS..AKIQVEDFTPDSRLF....... 145
T10044 WP 011078034.1 NC 021506:185018-185455 NALLLPVPSAIIPSTVNYLFNPRHPEAQS..ATIQVELFTPDSRLF....... 145
T10145 WP 044662136.1 NZ CP010954:c3826675-3826190 RTALLLVPSVIVPEETNLLINPAHPDAKG.IKARKVRKWLYDPRMIRKA.... 161
T1222 37526260 NC 005126:2776745-2777215 HSIGLVVPSAIVPYENNVILNPMAKDFHKYINTVKRLDFGIDSRLVKAKK... 156
T3484 123442377 NC 008800:2318124-2318582 SSLGLLVPSTLVPTENNLLLNPRHKSFQTCLSSVQPLSFAFDPRLK....... 152
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