
logo MLAEVLRDHNGYHSAEYRARLQAI LLDE IPELSASDFE IHTR I STDHGFASAATRWLMVKRLTEERGVLVTPLVERDQI IPLRTLKNSR I ERDQPLT
AT307 26989156 NC 002947:2780257-2780706 MLAEVLRDNGYHEYRARLQALLDIPELASDFEIHTRITDGFAATWLVKLTERGVLTPVERDQIIPLRTLKSRIERDQPLT 80
AT10044 WP 011078033.1 NC 021506:184572-185021 MLAEVLRDHGYSAYRARLQILLEIPESASDFEIHTRISHGFSAARLMRLTEEGVVTPLERDQIIPLRTLKNRIERDQPLT 80
consensus !!!!!!!!*!!* !!!!!! !!*!!! !!!!!!!!!!**!! ! !**!!! !!*!!*!!!!!!!!!!!! !!!!!!!!!

logo VDEESDRLFRSAHITAMAEAI
VFGDEADGKAKRWLSKPKERFSGLTPMQLMLTTQQGTSTQVEEMLLQIAEGFYAGL

AT307 26989156 NC 002947:2780257-2780706 VDESDRLFRSAHITAMAEAVFGEAGKAKRWLSKPKERFSGLTPMQMLTTQQGTTQVEEMLLQIAEGYGL 149
AT10044 WP 011078033.1 NC 021506:184572-185021 VEESDRLFRSAHITAMAEAIFGDADKAKRWLSKPKERFSGLTPMQLLTTQQGTSQVEEMLLQIAEGFAL 149
consensus !*!!!!!!!!!!!!!!!!!*!!*! !!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!**!

X non conserved

X similar

X ≥ 50% conserved


