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T10190 WP 176704754.1 NZ KY498026:c2572-2228 MSCSTNLKKTAASKRASLPRAADYTKSFIKDWERLSRSGRYDMNRLKEAMLLL....IANDAPLGAEWLDHPLKGDWAGH 76
T10108 QIP66206.1 MK544947:301-486 ....................................................M....QRQAHVKLASLHDHALKGAHSGE 24
T10109 QIP66204.1 MK544946:257-544 .................MMLTINRTRTFKRQFKHLLRQG.KDMTKLATAIDTL....QRQDRVKLASLHDHALKGAHSGE 58
T10110 QIP66208.1 MK544948:301-486 ....................................................M....QRQGHVKLASLHDHALKGAHSGE 24
T6239 WP 005691636.1 NC 017491:c513270-513085 ....................................................M....QRQGHVKLASLHDHALKGAHSGE 24
T6144 WP 005691636.1 NC 017491:c513270-513085 ....................................................M....QRQGHVKLASLHDHALKGAHSGE 24
T6139 WP 005691636.1 NC 013199:c513094-512909 ....................................................M....QRQGHVKLASLHDHALKGAHSGE 24
T665 WP 002262889.1 NC 004350:850213-850491 ..................MLKIKQTRQFKKSLKKVVKQG.KDINKLFAIVELL....CQKSE.LPLALRNHELKGRWRGI 56
T10095 WP 002596328.1 NC 013316:c2055913-2055623 ..............MKETKYTVKYTTSFKKDYKRAIKRG.LKIELLEQVVALL....AMGEP.LPDKNRDHDLSGDWAGH 60
T6256 WP 012576472.1 NC 011593:c15445-15155 ..............MSGIRYTVKTTSRFRKDFKLARRRG.LDAGLFKQVVSIL....SEGGT.LPDRYHDHALTGNMTGF 60
T6289 WP 003831807.1 NC 014169:c1181695-1181402 ..................MLKPDYTAAFQRDIKKLKRKHT.DLRPLKEVIRLVLEDTADSKEVLRRRHRAHTLTGDLNGV 61
T6257 WP 003831807.1 NC 011593:1564802-1565095 ..................MLKPDYTAAFQRDIKKLKRKHT.DLRPLKEVIRLVLEDTADSKEVLRRRHRAHTLTGDLNGV 61
T10070 WP 014123908.1 NC 016052:523750-524034 .............MKNNPKYKPAFERKFKKHYKNMLKGGRYKKEDFEKVYWKL.....LYDEQLEPRYNDHPLVN.RKPE 61
T10181 WP 005545988.1 NC 013416:c1109635-1109369 ...................MDYVLSKEYKRDLKKLPVEIQ.SGPEYAEVLYCL.....FNQKSLPERYKDHALQGNWQGF 55
T166 WP 000277238.1 NC 002506:c328287-328018 ..................MYKLEYSTQFKKDFKKITKMPISDIIEVGNVISKL.....QRGEKLEPKNVDHPLTGNWVGF 57
T6286 WP 014517465.1 NC 017284:30649-30924 ...............MQNKYSVTFSKRFKKDFKKINNN...DKKILKKIVNKL.....ANDEVLEEKYKDHALKGNYIGF 57
T10088 WP 000921941.1 NC 011498:475560-475841 ..................MLKVRTKKDFLKDFNKHILSGRITESDVTSVVDCL.....KEQKPLQQKYCDHALSGNLKGL 57
T28 WP 000916169.1 NC 000915:c946611-946345 ..................VLKLNLKKSFQKDFDKLLLNGF.DDSVLNEVILTL.....RKKEPLDPQFQDHALKGKWKPF 56
T6127 WP 000955518.1 NC 000915:c945963-945691 ..................MLTIETSKKFDKDLKILVKNGF.DLKLLYKVVGNL.....ATEQPLAPKYKDHPLKGGLKDF 56
consensus * * ** *** * * * ** * * * *!*!** *
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T10190 WP 176704754.1 NZ KY498026:c2572-2228 RECHVGG..DFLLAYKTDDSGKTGLIIFVRTGTHAELFNE. 114
T10108 QIP66206.1 MK544947:301-486 RALHIAP..DWLLVYKVDAEA..LILKLLATGTHRDTLNIE 61
T10109 QIP66204.1 MK544946:257-544 RALHVAP..DWLLVYKVDAEA..LILMLLATGTHRDTLNIE 95
T10110 QIP66208.1 MK544948:301-486 RALRVAP..DWLLVYKVDAEA..LILMLLATGTHRDTLNIE 61
T6239 WP 005691636.1 NC 017491:c513270-513085 RALRVAP..DWLLVYKVDAEA..LILMLLATGTHRDTLNIE 61
T6144 WP 005691636.1 NC 017491:c513270-513085 RALRVAP..DWLLVYKVDAEA..LILMLLATGTHRDTLNIE 61
T6139 WP 005691636.1 NC 013199:c513094-512909 RALRVAP..DWLLVYKVDAEA..LILMLLATGTHRDTLNIE 61
T665 WP 002262889.1 NC 004350:850213-850491 RELHIES..DWLLAYQVLDDE..LVLLLIDTGSHAQMLGM. 92
T10095 WP 002596328.1 NC 013316:c2055913-2055623 RECHILP..DWLLVYRIEDDV..LVLTLARTGTHSDLFGK. 96
T6256 WP 012576472.1 NC 011593:c15445-15155 RECYITP..DLLLVYLIEKDV..LVLTLTRTGTHSGLFGK. 96
T6289 WP 003831807.1 NC 014169:c1181695-1181402 LECHIGNAGDWLLLWIRDDG....TAMFMRTGSHDELLGK. 97
T6257 WP 003831807.1 NC 011593:1564802-1565095 LECHIGNAGDWLLLWIRDDG....TAMFMRTGSHDELLGK. 97
T10070 WP 014123908.1 NC 016052:523750-524034 RDLHIKP..DWLLIYKYDGE....FVRFIDTGTHADLFK.. 94
T10181 WP 005545988.1 NC 013416:c1109635-1109369 RDCHIKN..DLILIYKIEAD....TLYFARLNSHSEVFK.. 88
T166 WP 000277238.1 NC 002506:c328287-328018 RDCHIKP..DLVLIYRVFND....QLQLARIGSHSDLF... 89
T6286 WP 014517465.1 NC 017284:30649-30924 RECHIKP..DLLLVYRKNNDI..LELYLANLGNHNNIF... 91
T10088 WP 000921941.1 NC 011498:475560-475841 RECHVKP..NLLLIYEIKKQE..NELVLLRLDTHSELFKK. 93
T28 WP 000916169.1 NC 000915:c946611-946345 RECHIKP..DVLLVYLVKDD....ELILLRLGSHSELF... 88
T6127 WP 000955518.1 NC 000915:c945963-945691 RECHLKP..DLLLVYQIKKQE..NTLFLVRLGSHSELF... 90
consensus ***** * ***!***** * **********! ***

X non conserved

X similar

X ≥ 50% conserved


