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T233 WP 012640626.1 NC 002696:c3202644-3202309 MRFALRRGGGLVWIMSYRLSRKAEQDLIDIYVAGVGLFGVAQAERYQDTLEAAFGAIAAFPHIGRERPELRPPVRVHPCK 80
T10079 WP 058798965.1 NZ CP013613:c24291-23995 ...........VVANTLVLKPRAEQDLERIFEYSYTEFGWQQAQQYISDLDQTFQTLAASTDLAINYDHVRPGLKAFPVG 69
T228 WP 010918758.1 NC 002696:c968968-968678 .............MKPYRLSRRAKADLDDIWTYSEQRWGVEQAADYARELQATIEMIAEHPGMGQPDENLRAGYRRCASG 67
T105 NP 216475.1 NC 000962:c2203977-2203681 ............VSSRYLLSPAAQAHLEEIWDCTYDRWGVDQAEQYLRELQHAIDRAAANPRIGRACDEIRPGYRKLSAG 68
T169 WP 000802136.1 NC 002506:c349928-349629 .............MKPFNLTVAAKADLRDIALFTQRRWGKEQRNVYLKQFDDSFWLLAENPDIGKSCDEIREGYRKFPQG 67
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T233 WP 012640626.1 NC 002696:c3202644-3202309 SHIILYVLDER.GALIVRVRHAGEDWVGEAGG 111
T10079 WP 058798965.1 NZ CP013613:c24291-23995 AHIVFFRATDT.GIEVIRVLHQSMDYPRHV.. 98
T228 WP 010918758.1 NC 002696:c968968-968678 SHVVFYRVGV..RVEIIRVLHQSMNARAHLG. 96
T105 NP 216475.1 NC 000962:c2203977-2203681 SHTLFYRVTGEGTIDVVRVLHQRMDVDRNL.. 98
T169 WP 000802136.1 NC 002506:c349928-349629 SHVIFYQQTGSQQIRVIRILHKSMDVNPIFGA 99
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X non conserved

X similar

X ≥ 50% conserved


