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T10137 WP 015060661.1 NC 019265:c37343-37068 .............MELKWTSKALSDITRLYEFLALANQPAAARVVQQLTTAPTTLLTNPRIGERLEEFEPKDVRRI..QI 65
T229 WP 012640512.1 NC 002696:c2719292-2718990 MGDARRKARARDVAQVVWTWRALADLTAIRDYIGQFSPLAAQRMALRLKTAADSLAEYPERGRLA..TATLRELVV...V 75
T226 WP 010918687.1 NC 002696:c890971-890690 ...........MTFTVLVSVRAKRDFNRLIVWLVERDPRAAARLGPLLEAALDSLTEAPSRGRSV..GPTTREISIPFGQ 67
T10142 WP 002556167.1 NC 019292:c4272-3979 ............VPQVIVTEGAAQGFERCRRFLAAKDPEAAKRAGQAIERQLLLLETAPDIGRPFPEMPELREVVIAFGD 68
consensus * *** * *!* ********** *** !!*!*** *******! *!* !* * * ******** ***
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T10137 WP 015060661.1 NC 019265:c37343-37068 GQYEMRYEIADS..TIYLLRLWHTREDR. 91
T229 WP 012640512.1 NC 002696:c2719292-2718990 PPYVIRYYVADGLVHIVRIR..HAARL.. 100
T226 WP 010918687.1 NC 002696:c890971-890690 SAYVIRYRLLGSSVHVTRI..WHGLEQR. 93
T10142 WP 002556167.1 NC 019292:c4272-3979 SGYVALYRQEAAADTVYILAFRHQKEAGY 97
consensus **!***!***** ******* *!*** *

X non conserved

X similar

X ≥ 50% conserved


