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T6145 WP 001159868.1 NC 002483:46560-46865 MQFKVYTYKR.ESRYRLFVDVQSDIIDTPGRRMVIPLASARLLSDK.VSRELYP.VVHIGDESWRMMTTDMASVPVSVIG 77
T6109 YP 009065961.1 NC 025100:627-932 MQFKVYTYKR.ESRYRLFVDVQSDIIDTPGRRMVIPLASARLLSDK.VSRELYP.VVHIGDESWRMMTTDMASVPVSVIG 77
T10064 WP 013316491.1 NC 014500:863499-863807 MQYMVYRNNDNSRAYPYLLDVQSDIIGELHTRLVIPLFPEEKVNAS.VVKRLTP.VLPVEGRDYLVMTHEMASVRLSQLG 78
T190 WP 001160975.1 NC 002655:55039-55353 MQFTVYRSRSRNAAFPFVIDVTSDIIGVINRRIVIPLTPIERFSRIRPPERLNPILLLVDGKEYVLMTHETATVPVNALG 80
T10018 NP 308080.1 NC 002695:55039-55353 MQFTVYRSRSRNAAFPFVIDVTSDIIGVINRRIVIPLTPIERFSRIRPPERLNPILLLVDGKEYVLMTHETATVPVNALG 80
T10099 WP 001160966.1 NZ CP007799:52587-52901 MQFTVYRSRGRNAAFPFVIDVTSDIIGEINRRIVIPLTPIERFSRIRPPERLNPILLLVDGKEYVLMTHETATVPVNALG 80
consensus !!* !!* * ******!! !!!!* * *!*!!!! * ** * *! ! ** ********!!** !*!** *!

logo

P
E
T
Q
E
K
F
V
M
A
CDLAQSHAYRHERQNTSDL IKANGAI

L
N
D
L
F
L
MF
L
W
DGFI

T6145 WP 001159868.1 NC 002483:46560-46865 EEVADLSHRENDIKNAINLMFWGI 101
T6109 YP 009065961.1 NC 025100:627-932 EEVADLSHRENDIKNAINLMFWGI 101
T10064 WP 013316491.1 NC 014500:863499-863807 PQVMDAQAYRQSIKAALDFLLDGF 102
T190 WP 001160975.1 NC 002655:55039-55353 TKFCDASAHRTLIKGALDFMLDGI 104
T10018 NP 308080.1 NC 002695:55039-55353 TKFCDASAHRTLIKGALDFMLDGI 104
T10099 WP 001160966.1 NZ CP007799:52587-52901 TKFCDASAHRTLIKGALDFMLDGI 104
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