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T176 WP 000982260.1 NC 002506:c422284-421787 ....MMNTVLLDKDKHDRNRFNCGTEALNNYLKVMASQQAKKDNTRTFVLEDDNNSAYIIGFYTLTMTPIDLKALPDKLQ 76
T165 WP 000982260.1 NC 002506:c326387-325890 ....MMNTVLLDKDKHDRNRFNCGTEALNNYLKVMASQQAKKDNTRTFVLEDDNNSAYIIGFYTLTMTPIDLKALPDKLQ 76
T10120 YP 005224889.1 NC 016845:624972-625505 MEQQLTIEMIADAFSYDITGFDCGEEALNTFLKEHLKRQHDGQILRGYALVSGDTVPRLLGYYTLSGSCFERGMLPSKTQ 80
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T176 WP 000982260.1 NC 002506:c422284-421787 KKHQS..STSGGLIARLAVDDRYKGKGFGEWLLIDALRKLLAASDSVAFPVVIV.DAKDGAKHFYERYGFQAFQDAENKL 153
T165 WP 000982260.1 NC 002506:c326387-325890 KKHQS..STSGGLIARLAVDDRYKGKGFGEWLLIDALRKLLAASDSVAFPVVIV.DAKDGAKHFYERYGFQAFQDAENKL 153
T10120 YP 005224889.1 NC 016845:624972-625505 QKKIPYQNAPSVTLGRLAIDKSVQGQGWGEMLVAHVMRVVWGASKAVGIYGLFVEALNEKAKAFYLRLGFIQLVDENSNL 160
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T176 WP 000982260.1 NC 002506:c422284-421787 FI.TIADIRASLG.... 165
T165 WP 000982260.1 NC 002506:c326387-325890 FI.TIADIRASLG.... 165
T10120 YP 005224889.1 NC 016845:624972-625505 LFYPTKSIEQLFTDDES 177
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X non conserved

X similar

X ≥ 50% conserved


