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T10157 WP 011922754.1 NC 012924:596878-597147 MAYKLVLSDDALKQLKKMDRHVGMMLAKDLKKRLDGLENPRQFGKALVGDYKG.LWRYRVGNYRVICDIIDNKMVILALE 79
T6023 WP 013184145.1 NC 014228:c1844996-1844823 MIFNIEFDERAVKEWQKLDNSIREQFKKKLKKLQ...KNPYIEPARLHGDLACFLRNFSF.................... 57
T1041 NP 416081.1 NC 000913:c1645633-1645346 MAYFLDFDERALKEWRKLGSTVREQLKKKLVEVL...ESPRIEANKLRGMPDCYKIKLRSSGYRLVYQVIDEKVVVFVIS 77
T6132 WP 000222775.1 NC 022992:2772-3059 MTYTVKFRDDALREWLKLDKSVQQQFAKKLKKCS...ENPHIPSAKLRGLKDCYKIKLRASGFRLVYQVIDDMLIIAVVA 77
T6131 WP 000222775.1 NC 022996:2772-3059 MTYTVKFRDDALREWLKLDKSVQQQFAKKLKKCS...ENPHIPSAKLRGLKDCYKIKLRASGFRLVYQVIDDMLIIAVVA 77
T175 WP 000221354.1 NC 002506:420241-420528 MTYKLKFLPAAQKEWSKLAPTIQSQFKKKLKERL...ENPHVPSAKLRGYDAVYKIKLRTAGYRLAYEVIDDEIVVYVLA 77
T173 WP 000221352.1 NC 002506:c399586-399296 MTYKLEFKKSALKEWKKLAVPLQQQFKKKLIERL...ENPHVPSAKLSGAENIYKIKLRQSGYRLVYQVENDIIVVTVLA 77
T6130 WP 011078058.1 NC 004445:c13079-12792 MTYKLKFVPSAEKEWKRLGHPVREQFKKKLAERL...ENPRVPSAQLHGRKDQYKIKLKSAGYRLVYLVQEHTITIMVMG 77
T10166 WP 010848883.1 NC 014228:c2939866-2939582 MTYSLKFEKRALKEWEKLGHPIREQFKKKLSERL...ENPHISSARLSGRNNLYKIKLCSSGYRLVYEVNDHAIVLLVIA 77
consensus !** *** * !**** *** ** ***!*!**** **!******! ! ****** ******* **** *** ***
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VYTKNSDEVLKLTAADELVSKNQSEREFILMDGLPRD
T10157 WP 011922754.1 NC 012924:596878-597147 IGHRK..EIYKK....... 89
T6023 WP 013184145.1 NC 014228:c1844996-1844823 ................... 57
T1041 NP 416081.1 NC 000913:c1645633-1645346 VGKRERSEVYSEAVKRIL. 95
T6132 WP 000222775.1 NC 022992:2772-3059 VGKRERSHVYNLASERMR. 95
T6131 WP 000222775.1 NC 022996:2772-3059 VGKRERSHVYNLASERMR. 95
T175 WP 000221354.1 NC 002506:420241-420528 VGKRDKDAVYKKLASRFG. 95
T173 WP 000221352.1 NC 002506:c399586-399296 VGKRERSEVYTKALQRLDD 96
T6130 WP 011078058.1 NC 004445:c13079-12792 IGKREGNQIYSDTENRLP. 95
T10166 WP 010848883.1 NC 014228:c2939866-2939582 VGKRSGNQVYSVADERE.. 94
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X similar

X ≥ 50% conserved


