
logo MASTMPFHRTYSNIQRVI LSTAETNDCIKVTASVANSVI STDEFLRKARKDNPATMGKALVYTAFLVAINRTSDESAAGDFEDGAEGQSYTAP I
VAVI LSNHNRNKRQEPAAGFYLCLVSPPAASEAMTLFYAEAIRYYLMI
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AT6157 NP 414767.1 NC 000913:252005-252298 .MHRILAEKSVNITELRKNPAKYFI...DQPVAVLSNNRPAGYLLSASAFEALMDMLAEQEEKKPIKARFRPSAA 71
AT175 WP 001250179.1 NC 002506:420000-420251 .MRQVLANCSASISELKKNPTALLNEADGSAIAILNHNKPAAYLVPAETYEYLIDMLDDYELSQIVDSRRADLAQ 74
AT6132 WP 001139207.1 NC 022992:2524-2775 MPSIILSDTSASVSELKKNPMATVSAGEGYPVAILNRNQPAFYCVPAELYERMLDAMDDQELVKLVTERSNQPLH 75
AT6131 WP 001139207.1 NC 022996:2524-2775 MPSIILSDTSASVSELKKNPMATVSAGEGYPVAILNRNQPAFYCVPAELYERMLDAMDDQELVKLVTERSNQPLH 75
AT173 WP 000213183.1 NC 002506:c399824-399576 MTTRILADVAASITEFKANPMKVATSAFGAPVAVLNRNEPAFYCVPASTYEIMMDKLEDLELLAIAKERLSEDSV 75
AT6130 WP 011078059.1 NC 004445:c13323-13069 MAFNILTNTAASITDLKRDPMGTVRAAEGETIAILNRNEPAFYCVPPAMYAYLMELAEDAELGCIVDDRMSELPV 75
AT10166 WP 010848882.1 NC 014228:c2940107-2939856 MSYQILTTIAASITDLKRNPMGTVADGEGGAVAILNRNEPAFYCVPPELYAYYLELAEDAELNHIADERMKSAEF 75
consensus * *!** **********!**** *** **!*!**! !!*!******** ******* !* ** *!
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AT6157 NP 414767.1 NC 000913:252005-252298 RLEEITRRAEQYLNDMTDDDFNDFKE 97
AT175 WP 001250179.1 NC 002506:420000-420251 A.......VEVNIDDL.......... 83
AT6132 WP 001139207.1 NC 022992:2524-2775 .........DVDLDSYL......... 83
AT6131 WP 001139207.1 NC 022996:2524-2775 .........DVDLDSYL......... 83
AT173 WP 000213183.1 NC 002506:c399824-399576 S.........VNIDDL.......... 82
AT6130 WP 011078059.1 NC 004445:c13323-13069 A.......KEISLDDL.......... 84
AT10166 WP 010848882.1 NC 014228:c2940107-2939856 V........SVDLNDL.......... 83
consensus ** ****

X non conserved

X similar

X ≥ 50% conserved


