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T6023 WP 013184145.1 NC 014228:c1844996-1844823 MIFNIEFDERAVKEWQKLDNSIREQFKKKLKKLQK...NPYIEPARLHGDLACFLRNFSF............... 57
T1041 NP 416081.1 NC 000913:c1645633-1645346 MAYFLDFDERALKEWRKLGSTVREQLKKKLVEVLE...SPRIEANKLRGMPDCYKIKLRSSGYRLVYQVIDEKVV 72
T6132 WP 000222775.1 NC 022992:2772-3059 MTYTVKFRDDALREWLKLDKSVQQQFAKKLKKCSE...NPHIPSAKLRGLKDCYKIKLRASGFRLVYQVIDDMLI 72
T6131 WP 000222775.1 NC 022996:2772-3059 MTYTVKFRDDALREWLKLDKSVQQQFAKKLKKCSE...NPHIPSAKLRGLKDCYKIKLRASGFRLVYQVIDDMLI 72
T6130 WP 011078058.1 NC 004445:c13079-12792 MTYKLKFVPSAEKEWKRLGHPVREQFKKKLAERLE...NPRVPSAQLHGRKDQYKIKLKSAGYRLVYLVQEHTIT 72
T10166 WP 010848883.1 NC 014228:c2939866-2939582 MTYSLKFEKRALKEWEKLGHPIREQFKKKLSERLE...NPHISSARLSGRNNLYKIKLCSSGYRLVYEVNDHAIV 72
T173 WP 000221352.1 NC 002506:c399586-399296 MTYKLEFKKSALKEWKKLAVPLQQQFKKKLIERLE...NPHVPSAKLSGAENIYKIKLRQSGYRLVYQVENDIIV 72
T175 WP 000221354.1 NC 002506:420241-420528 MTYKLKFLPAAQKEWSKLAPTIQSQFKKKLKERLE...NPHVPSAKLRGYDAVYKIKLRTAGYRLAYEVIDDEIV 72
T10157 WP 011922754.1 NC 012924:596878-597147 MAYKLVLSDDALKQLKKMDRHVGMMLAKDLKKRLDGLENPRQFGKALVGDYKG.LWRYRVGNYRVICDIIDNKMV 74
T10191 WP 010312477.1 NZ CP039373:1669176-1669430 MCCSLRIKRSAAKALAELPNADR....LRLVAAIDKLCEVPAAGSALKGEFEG.LRRLRVGRYRIVCEWQQQELV 70
consensus !** *** * !**** *** *** *****!***** ********!*! * ****** ******* **** **

logo

L
I
V
F
M
T
Y
A
L

A
V
M
I
L
V

E
G
R
S
A
I
VGHKRDSKEKGRDNSAHQE I

VYRTKNSDEVLKLTAADELVSKNQSEREFILMDGLPRD
T6023 WP 013184145.1 NC 014228:c1844996-1844823 ........................ 57
T1041 NP 416081.1 NC 000913:c1645633-1645346 VFVISVGKRERSEVYSEAVKRIL. 95
T6132 WP 000222775.1 NC 022992:2772-3059 IAVVAVGKRERSHVYNLASERMR. 95
T6131 WP 000222775.1 NC 022996:2772-3059 IAVVAVGKRERSHVYNLASERMR. 95
T6130 WP 011078058.1 NC 004445:c13079-12792 IMVMGIGKREGNQIYSDTENRLP. 95
T10166 WP 010848883.1 NC 014228:c2939866-2939582 LLVIAVGKRSGNQVYSVADERE.. 94
T173 WP 000221352.1 NC 002506:c399586-399296 VTVLAVGKRERSEVYTKALQRLDD 96
T175 WP 000221354.1 NC 002506:420241-420528 VYVLAVGKRDKDAVYKKLASRFG. 95
T10157 WP 011922754.1 NC 012924:596878-597147 ILALEIGHRK..EIYKK....... 89
T10191 WP 010312477.1 NZ CP039373:1669176-1669430 VLVVRVGHRK..EVYR........ 84
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