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T132 NP 217925.1 NC 000962:3826548-3826958 ..VIYMDTSALTKLLISEPETTELRTWLTAQSGQGEDAATSTLGRVESMRVVARYGQPGQTERARYLLDGLDILPLTEPV 78
T131 NP 217901.1 NC 000962:c3799635-3799243 MAAIYLDSSAIVKLAVREPESDALRRYLRTRHP....RVSSALARAEVMRALLDKGESARK.AGRRALAHLDLLRVDKRV 75
T6245 NP 216478.1 NC 000962:c2205273-2204866 ..VIYLETSALVKLIRIEVESDALADWLDDRTEL..RWITSALTEVELSRAIRAVSPEGLP.AVPSVLARLDRFEIDAVI 75
consensus *!!***!!**!!** !*!***!* *! ** **!*!***!**!** * * *** *!* !!** ** *
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T132 NP 217925.1 NC 000962:3826548-3826958 IGLAETIGPATLRSLDAIHLAAAAQIKR..ELTAFVTYDHRLLSGCREVGFVTASPGAVR 136
T131 NP 217901.1 NC 000962:c3799635-3799243 LDLAGGLLPFELRTLDAIHLATAQRLGV..DLGRLCTYDDRMRDAAKTLGMAVIAPS... 130
T6245 NP 216478.1 NC 000962:c2205273-2204866 RSTAAAYPNPALRSLDAIHLATAQTAGSVAPLTALVTYDNRLKEAAEALSLAVVAPGQAR 135
consensus * *!*** * !!*!!!!!!!*!* ** *!****!!! !****** *******!* *

X non conserved

X similar

X ≥ 50% conserved


