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AT131 NP 217902.1 NC 000962:c3799943-3799635 MTPTACATVSTMTSVGVRALRQRASELLRRVEAGETIEITDRGRPVALLSPLPQGGPYEQLL.ASGEIERATLDVVDLPE 79
AT77 NP 215110.1 NC 000962:c695485-695228 ..........MSATIPARDLRNHTAEVLRRVAAGEEIEVLKDNRPVARIVPLKRRRQWLPAAEVIGELVRLGPDTTNLGE 70
consensus ********** *** ! !!** !*!!!! !!! !!* !!!! * !!* ** * * !!* ! *! !*!
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AT131 NP 217902.1 NC 000962:c3799943-3799635 PLDLDAGVELPSVTLARLREHER. 102
AT77 NP 215110.1 NC 000962:c695485-695228 ELRETL.........TQTTDDVRW 85
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X non conserved

X similar

X ≥ 50% conserved


