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AT10182 WP 005547298.1 NC 013416:1648241-1648495 .......................................MILAWTETAWEDYLYWQQVDKKTLLRINKLIQNITRAPFEG 41
AT93 NP 215763.1 NC 000962:c1389244-1388975 MAVVPLGEVRNRLSEYVAEVELTHERITITRHGHPA.AVLISADDLASIEETLEVLRTPGA.SEAIREGLADVAAGRFVS 78
AT6115 WP 000388479.1 NC 014959:c5482-5213 MEAVAYSNFRQNLRSYMKQVNEDAETLIVTSKDVEDTVVVLSKRDYDSMQETLRTLSNNYV.MEKIRRGDEQFSKGAFKT 79
AT6022 WP 000388479.1 NC 005000:c5482-5213 MEAVAYSNFRQNLRSYMKQVNEDAETLIVTSKDVEDTVVVLSKRDYDSMQETLRTLSNNYV.MEKIRRGDEQFSKGAFKT 79
AT10072 WP 012848468.1 NC 013508:1725106-1725351 MHTVTFSDARKHFADTMNRVTNNAEPVRVMRRDAPD.IVMVDAGEYEAMLETIYLFSNPAN.AAHLNESLAQLERGEVVT 78
AT2427 88196332 NC 007795:c2477698-2477447 MIIKNYSYARQNLKALMTKVNDDSDMVTVTSTDDKN.VVIMSESDYNSMMETLYLQQNPNN.AEHLAQSIADLERGKTIT 78
AT1074 WP 000584499.1 NC 002745:c2466518-2466267 MIIKNYSYARQNLKALMTKVNDDSDMVTVTSTDDKN.VVIMSESDYNSMMETLYLQQNPNN.AEHLAQSIADLERGKTIT 78
AT613 21284059 NC 003923:c2479924-2479673 MIIKNYSYARQNLKALMTKVNDDSDMVTVTSTDDKN.VVIMSESDYNSMMETLYLQQNPNN.AEHLAQSIADLERGKTIT 78
AT130 NP 217874.1 NC 000962:3770773-3771048 .MSISASEARQRLFPLIEQVNTDHQPVRITSRAG.D.AVLMSADDYDAWQETVYLLRSPEN.ARRLMEAVARDKAGHSAF 76
AT6122 NP 626485.1 NC 003888:2405942-2406205 .MSITASEARQNLFPLIEQVNEDHAPVHITSRKG.N.AVLMSEEDFTAWTETVHLLRSPRN.ARRLLDSIAEAEAGDATE 76
AT310 26989659 NC 002947:c3343006-3342722 MHVLTFSQARAELKQTMDDVCRDHEPAVITRQRGEP.VVMMSLEDYNGMNETIHLLGSSKN.ASRLRSSIAQLRDGQALT 78
AT1043 NP 416521.2 NC 000913:c2089713-2089462 MRTISYSEARQNLSATMMKAVEDHAPILITRQNGEA.CVLMSLEEYNSLEETAYLLRSPAN.ARRLMDSIDSLKSGKGTE 78
AT4918 WP 005598318.1 NC 010278:1417602-1417853 MQAITYTEARQNLAGTMSKVAEDFEPILITRSKGGN.CVLMSYEQYCSLEETAYLMRSPTN.AKRLLDSVAELRQGQGIE 78
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AT10182 WP 005547298.1 NC 013416:1648241-1648495 LGNPEPLKHQLSGFWSRRIDKEHRLVYQVSDSHLTIIQCRYHY 84
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AT130 NP 217874.1 NC 000962:3770773-3771048 TKSVDELREM.......A.GGEE.................... 91
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