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T125 NP 217388.1 NC 000962:3183382-3183825 MLCVDVNVLVYAHRADLREHADYRGLLERLANDDEPLGLPDSVLAGFIRVVTNRRVFTEPTSPQDAWQAVDALLAAPAAM 80
T87 NP 215263.1 NC 000962:841228-841656 MFLLDANVLLAAHRGDHPNHRTVRPWFDRLLAADDPFTVPNLVWASFLRLATNRRIFEIPSPRAEAFAFVEAVTAQPHHL 80
T111 NP 216619.1 NC 000962:c2364520-2364086 MKIVDANVLLYAVNTTSEHHKPSLRWLDGALSGADRVGFAWVPLLAFVRLATKVGLFPRPLPREAAITQVADWLAAPSAV 80
T92 NP 215758.1 NC 000962:1384535-1384966 VIIPDINLLLYAVITGFPQHRRAHAWWQDTVNGHTRIGLTYPALFGFLRIATSARVLAAPLPTADAIAYVREWLSQPNVD 80
consensus ****!*!*!**!**** **!* ***********************!*!**!***** !*****!***!***** ! **
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T125 NP 217388.1 NC 000962:3183382-3183825 RLRPGERHWMAFRQLASDVDANGNDIADAHLAAYALENNATWLSADRGFARFRRLRWRHPLDGQTHL 147
T87 NP 215263.1 NC 000962:841228-841656 PTNPGPRHLMLLRKLCDEADASGDLIPDAVLAAIAVGHHCAVVSLDRDFARFASVRHIRPPL..... 142
T111 NP 216619.1 NC 000962:c2364520-2364086 LVNPTVRHADILARMLTYVGTGANLVNDAHLAALAVEHRASIVSYDSDFGRFEGVRWDQPPALL... 144
T92 NP 215758.1 NC 000962:1384535-1384966 LLTAGPRHLDIALGLLDKLGTASHLTTDVQLAAYGIEYDAEIHSSDTDFARFADLKWTDPLRE.... 143
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X non conserved

X similar

X ≥ 50% conserved


