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T10197 WP 000754566.1 NC 023314:c57433-57017 MKKTWMLDTNICSFIMREQPAAVLKRLEQAVLRGDRIVVSAVTYAEMRFGATGPKASPRHIQLVDAFCARLDAVLPWDRA 80
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T94 NP 215913.1 NC 000962:c1574513-1574112 ...MILVDSDVLIAHLRGVVAARD.WLVSARKDG.PLAISVVSTAELIGGMRTAER.....REVWR....LLASFRVQPA 66
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