
logo

M
V
R
V
T
V
ALLDAVNAVLLVIALAGLVDVWADPRDENSHI

V
D
HHDEAAR I

A
A
Q
R
A
D
E
RWI

L
F
M
T
G
Q
A
F
N
Q

A
I
S
D
E
S
T

L
N
R
TGFWASTTCAPLMITEQGNASGLYFVRFIV I

L
S
T
V
S
Q
R
N
R
P
K
R
SVLMYQPVSAGPSQTIGTSAIPVAADHIA I

R
A
R
D
L
Q
V
V
L
S
V
A
R
A
A
L
M
V

Q
R
T
A
C
H
S

L
V
T
A
G
R
S

R
Y
GHRTEF

T80 15607757 NC 000962:711006-711407 VTVLLDANVLIALVVAEHVHHDAAADWLMA.SDTGFATCPMTQGSLVRFLVR.....SGQSAAAARDVVSAVQCTSRHEF 74
T129 NP 217837.1 NC 000962:c3708070-3707642 MRALLDVNVLLALLDRDHVDHERARAWITGQIERGWASCAITQNGFVRVISQPR.YPSPISVAHAIDLLARATHTRYHEF 79
T114 NP 217046.1 NC 000962:c2854686-2854267 VTALLDVNVLIALGWPNHVHHAAAQRWFTQFSSNGWATTPITEAGYVRISSNRSVMQVSTTPAIAIAQLAAMTSLAGHTF 80
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X non conserved

X similar

X ≥ 50% conserved


