
logo MRTTLVTLDDDVEVQRLVERDRARMVAHERERQRRVPSFMKKQAVI
LNDAI

LRDRAGALASGPPRPVAKPRQESHQFYRSLTERPTAHDELSAGVRVPSAGLVDNLADGRAFLNKQLAADDELEDEAELLVDR
AT111 NP 216620.1 NC 000962:c2364781-2364527 MRTTVTLDDDVEQLVRRRMAERQVSFKKALNDAIRDGASGRPAP.SHFSTRTADL.GVPAVNLDRALQLAADLEDEELVR 78
AT92 NP 215757.1 NC 000962:1384278-1384538 MRTTLTLDDDVVRLVEDAVHRERRPMKQVINDALRRALAPPVKRQEQYRLEPHESAVRSGLDLAGFNKLADELEDEALLD 80
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AT92 NP 215757.1 NC 000962:1384278-1384538 ATRRAR 86
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