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SGNSHFHHKLFIKKTLAHRFPNTHKGKRGQRLTSTVFTMAIPDPRHGPAKCDKDELMIKPNEGPLTVRKSAI ILKQALGLKNS

T3593 YP 001085049.1 NC 009085:c2346189-2346031 ........MIEADGWYEVRVSGSHHHFKHPTKKGLVTIPHPKKDLPNGTVKSILKQAGLN 52
T1039 NP 415954.2 NC 000913:1509286-1509462 VKQSEFRRWLESQGVDVANGSN..HLKLRFHGRRSVMPRHPCDEIKEPLRKAILKQLGLS 58
T10189 WP 000813794.1 NZ CP025520:366728-366904 VKQSEFRRWLESQGVDVANGSN..HLKLRFHGRRSVMPRHPCDEIKEPLRKAILKQLGLS 58
T6283 WP 003098540.1 NC 022808:c1463325-1463143 MKFSEFRRWLKAQGVTFEAGKGSHFKITAPNGKQTTFADHGAKEMPEPTRKAIIKQLGLK 60
consensus *********** *!******* *****************!** ***** *!*!*!!*!!*
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X ≥ 50% conserved


