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T10211 - M23008:4874-5026 ..MLTK...YALVAICCVLQYWDSRCMVGHSLCELSIRERGMEFKAVLAYESKK.. 49
T6369 WP 001312851.1 NC 002483:2926-3075 ...MTKYALIGLLAVCATVLC..FSLIFRERLCELNIHRGNTVVQVTLAYEARK.. 49
T10039 - NC 002695:c1305574-1305419 .MKQQKAMLIALIVICLTVIV..TALVTRKDLCEVRIRTGQTEVAVFVDYESEK.. 51
T10209 WP 000809168.1 NZ LYAM01000110:131458-131610 .MKQHKAMIVALIVICITAVV..AALVTRKDLCEVHIRTGQTEVAVFTAYESE... 50
T6363 YP 009065991.1 NC 025100:21619-21777 MKLPRSSLVWCVLIVCLTLLI..FTYLTRKSLCEIRYRDGHREVAAFMAYESGK.. 52
T6324 YP 009073885.1 NG 034386:304-462 MKLPRSSLVWCVLIVCLTLLI..FTYLTRKSLCEIRYRDGHREVAAFMAYESGK.. 52
T10124 WP 231840709.1 NC 013971:581211-581309 ....................I..FTYLTRKSLCEIRYKDGYREVAAFMAYESGK.. 32
T6370 WP 001331364.1 NC 023329:55941-56093 ..MPQRTFLMMLIVICVTILC..FVWMVRDSLCGLRLQQGNTVLVATLAYEVKR.. 50
T10210 - X03774:c2723-2565 ..MSRKLLLYGLIVMCFTLLI..FTWMVRGSLCELRIKQGKTEVAAFLNYEDKHAL 52
T10208 WP 001135738.1 NZ CP020543:c346354-346202 ..MPQKYRLLSLIVICFTLLF..FTWMIRDSLCELHIKQGSYELAAFLACNLKE.. 50
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X non conserved

X similar

X ≥ 50% conserved


