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T6248 YP 004837055.2 NC 000962:2321057-2321467 .MAEPRRGDLWLVSLGAARAGEPGKHRPAVVVSVDELLTGIDDELVVVVPVSSSRSRTPLRPP.VAPSEGVAADSVAVCR 78
T90 NP 215618.1 NC 000962:c1230971-1230660 ....MR..PI..HIA......QLDKARPVLILTREVVRPHLTNVTV..APITTTVRGLATEVPVDAVN.GLNQPSVVSCD 63
T101 NP 216458.1 NC 000962:c2194973-2194644 VTALPARGEVWWCEM......AEIGRRPVVVLSRDAAIPRLRRALV..APCTTTIRGLASEVVLEPGSDPIPRRSAVNLD 72
T84 NP 215173.1 NC 000962:c754993-754685 ....MRRGELWFA.A......TPGGDRPVLVLTRDPVADRIGAVVV..VALTRTRRGLVSELELTAVENRVPSDCVVNFD 67
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T101 NP 216458.1 NC 000962:c2194973-2194644 SVESVSVAVLVNRLGRLADIRMRAICTALEVAVDCSR..................... 109
T84 NP 215173.1 NC 000962:c754993-754685 NIHTLPRTAFRRRITRLSPARLHEACQTLRASTGC....................... 102
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X non conserved

X similar

X ≥ 50% conserved


