
logo

MHI
M
N
S
KTVLPVAI

L
T
I
P
T

G
Q
S

R
V
Q
P
AAVKSPSCRPLSPVEQAI

VWQI
Q
MLLSTYRLLDEHQHYGLTI

LNDTPFACHSNDDERTAAVI EKQEHI EDAGI STLCADAVNFLVERKYAELV
T1042 NP 416509.1 NC 000913:2077569-2077943 ..MKTLPVLPGQAASSRPSPVEIWQILLSRLLDQHYGLTLNDTPFADERVIEQHIEAGISLCDAVNFLVEKYALV 73
T10128 WP 004155189.1 NZ NQJO01000001:c3406508-3406188 MHISTVPAT..VPVSSRLSPVQVWQQLLTYLLEHHYGLTLNDTPFHDDAAIEEHIDAGITLADAVNFLVERYELV 73
T10199 NP 417133.1 NC 000913:2777453-2777782 ..MNTLPATISQAAKPCLSPVAVWQMLLTRLLEQHYGLTLNDTPFSDETVIKEHIDAGITLADAVNFLVEKYELV 73
T10198 NP 414779.1 NC 000913:c263669-263328 ..MKTLPAITQRAVKPCLSPVAVWQMLLTRLLEQHYGLTINDTPFCNEAVIKEHIDAGITLADAVNFLVEKYELV 73
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T1042 NP 416509.1 NC 000913:2077569-2077943 RTDQPGFSACTRSQLINSIDILRARRATGLMTRDNYRTVNNITLGKYPEAK 124
T10128 WP 004155189.1 NZ NQJO01000001:c3406508-3406188 RIDRKGFTWQEQTPFLAATDILRARRATGLINI.................. 106
T10199 NP 417133.1 NC 000913:2777453-2777782 RIDHRGFSWQQQSPYISVVDILRARRSTGLLKTNVK............... 109
T10198 NP 414779.1 NC 000913:c263669-263328 RIDRKGFSWQEQSPYLRAADILRARQATGLLRQSRNNVVR........... 113
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