
logo VKRLDL IVAVGPNGASGKSTTFVAKLFTLAPLLHPEGI
SVFVNADE IAKQRWPDDEDPATPSHRAYEQAAQRI

VAAEDQTRAQARL IDSLQGRPF IAETVFS
T10183 PKQ57431.1 NADK01000036:70028-70615 VKRLDLIVGPNGSGKTTFVAKFLAPLLHESVFVNADEIAKQRWPDEDPAPRAYEAARIAEQTRQALISQGRPFIAETVFS 80
T10144 NP 214880.1 NC 000962:c444815-444222 VKRLDLVAGPNGAGKSTFVALTLAPLLPGIVFVNADEIAKQRWPDD.PTSHAYQAAQVAADTRARLIDLGRPFIAETVFS 79
consensus !!!!!!* !!!! !!*!!!! !!!!! !!!!!!!!!!!!!!!**! **!! !! *! !! !! !!!!!!!!!!!

logo HPSKLDEL IRSTAQRATADGYTVRVLHLVLLVI
VPEEGLATVEQRVARAHRVAEAGGHDSVPEI ETKIRAERHYERRLAWEPLVAVDQAIATLADGSASTVVFYDNSRSELAP

T10183 PKQ57431.1 NADK01000036:70028-70615 HPSKLDLIRSAQAADYTVRLLVLLVPEELTVQRVAARVEAGGHSVPIEKIRARYERLWPLVVDAIALADSSVVFDNSSEP 160
T10144 NP 214880.1 NC 000962:c444815-444222 HPSKLELIRTARTAGYTVVLHVLVIPEGLAVERVRHRVAAGGHDVPETKIRERHRRLAELVAQAITLADGATVYDNSRLA 159
consensus !!!!!*!!!*! ! !!! !*!!**!! ! ! !! *!! !!!! !! !!! !* !! *!! !! !!! !*!!! *
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T10183 PKQ57431.1 NADK01000036:70028-70615 GPRVVARMTRGQVVGTLTWPQWTPAPLWQRWTDSA... 195
T10144 NP 214880.1 NC 000962:c444815-444222 GPRIVAQFSGGGIIGRACWPSWTPPPLMSRWSNRPETA 197
consensus !!!*!! * ! **! *!! !!!*!! !!* ****
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