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T10082 - NC 009089:1089560-1089667 MLINFLLSIVAGIVSAYIYE.......KIKNHPNA..NKGDLKK........... 35
T10084 - NC 009089:c3398014-3397910 .MIGFLLSILAGVISAYIYD.......KIKNHPDA..NKGDLKK........... 34
T10083 - NC 009089:1124627-1124731 .MIGFLLSILAGVISAYIYD.......KIKNHPDA..NKGDLKK........... 34
T10172 WP 003429855.1 NC 009089:c3398516-3398355 .MNNFLLNVIAGVIASLIFCLICKVFLKVKSHSTRGKSKSGWEFDFKIKFHKFK. 53
T10173 WP 003429855.1 NC 009089:1124125-1124286 .MNNFLLNVIAGVIASLIFCLICKVFLKVKSHSTRGKSKSGWEFDFKIKFHKFK. 53
T10176 WP 004454589.1 NC 009089:c2665403-2665251 .MDNFLFNVLASVTASYIVYLISKLIKKVKSHST...AKSDLKIDINFKYHRKK. 50
T10175 - NC 009089:1433950-1434102 .MDNFLFNVLASLTASVVVYLISKLFKKAKSHSR...TKSDLRVEFKFIFKSKK. 50
T10171 WP 004454815.1 NC 009089:c2908333-2908175 .MDNFLQGILASLSASLIVYIASKLFRKRKKPLK.AATKSGWEFDLKIRFHKTK. 52
T10174 WP 009902496.1 NC 009089:1644762-1644914 .MDNFLQGVLASLVASLIVYLNSKLFKKVKSH....SGRSDFSFELKIKFKKNKH 50
T10080 WP 011861054.1 NC 009089:1142224-1142367 .MSEFLLGVLASLTASFITYIIS...RKVKSH....SGRSDFELDVKIKLNKKQH 47
T10081 WP 011861731.1 NC 009089:c3380421-3380278 .MSEFLLGVLASLTASFITYIIS...RKVKSH....SGRSDFELDVKIKFNKKRH 47
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