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T1041 NP 416081.1 NC 000913:c1645633-1645346 .MAYFLDFDERALKEWRKLGSTVREQLKKKLVE...VLESPRIEANKLRGMPDCYKIKLRSSGYRLVYQVIDEKVVVFVI 76
T173 WP 000221352.1 NC 002506:c399586-399296 .MTYKLEFKKSALKEWKKLAVPLQQQFKKKLIE...RLENPHVPSAKLSGAENIYKIKLRQSGYRLVYQVENDIIVVTVL 76
T175 WP 000221354.1 NC 002506:420241-420528 .MTYKLKFLPAAQKEWSKLAPTIQSQFKKKLKE...RLENPHVPSAKLRGYDAVYKIKLRTAGYRLAYEVIDDEIVVYVL 76
T6285 WP 014144656.1 NC 017586:c4216766-4216503 VSEYRTVFRPEAQAELRKVPRDMALRILAKLTE...LESDPLGFNTTALVSQP.DRRRLRVGDYRVIYTIDNGELVVWVV 76
T1729 WP 011110519.1 NC 004734:5442-5714 .MAWRIEFDDKAKKDLAALDKSVAKRITAFLRERVAHLDDPRSIGEALKGSKLGDFWKYRVGDWRIIASIEDEALRILVV 79
T326 WP 001809704.1 NC 003028:c1156967-1156713 ..MYKLVPTRRFIKQLKKLDRYTQKLITNYLQT..NVLEDPRRHGKALVGNRVG.QWRYRIGNYRVIVQIVDDELVVATL 75
T727 WP 001809704.1 NC 003098:c1105116-1104862 ..MYKLVPTRRFIKQLKKLDRYTQKLITNYLQT..NVLEDPRRHGKALVGNRVG.QWRYRIGNYRVIVQIVDDELVVATL 75
T10157 WP 011922754.1 NC 012924:596878-597147 .MAYKLVLSDDALKQLKKMDRHVGMMLAKDLKKRLDGLENPRQFGKALVGDYKG.LWRYRVGNYRVICDIIDNKMVILAL 78
T10158 WP 012027435.1 NC 012924:c1439036-1438776 ..MYHLEYSKKAQKQIMKLDRQIQRLLFAWIDKHLEGTDNPRANGKGLTGNHAN.EWRYRIGDYRLICDIQDDKLVILAL 77
consensus * *** * *********** ** * * * ** !* * ** * ***!** *!** **** *** **
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T1041 NP 416081.1 NC 000913:c1645633-1645346 SVGKRERSEVYSEAVKRIL. 95
T173 WP 000221352.1 NC 002506:c399586-399296 AVGKRERSEVYTKALQRLDD 96
T175 WP 000221354.1 NC 002506:420241-420528 AVGKRDKDAVYKKLASRFG. 95
T6285 WP 014144656.1 NC 017586:c4216766-4216503 HVGHR..STVYGA....... 87
T1729 WP 011110519.1 NC 004734:5442-5714 RIGNR..REVYRK....... 90
T326 WP 001809704.1 NC 003028:c1156967-1156713 EVGHR..RDIY......... 84
T727 WP 001809704.1 NC 003098:c1105116-1104862 EVGHR..RDIY......... 84
T10157 WP 011922754.1 NC 012924:596878-597147 EIGHR..KEIYKK....... 89
T10158 WP 012027435.1 NC 012924:c1439036-1438776 EFGHR..KDVY......... 86
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